#H# DNA Strider™ 1.2 ### Thursday, November 16, 2000 3:04:28 PM

rPKCzeta ORF -> Full Restriction Map
DNA sequence 1779 b.p. ATGOCCAGCAGG ... GAGTQOGTGIGA | near

Positions of Restriction Endonucl eases sites (unique sites underlined)

i 1

Eag |

Eae |

BsrB Hja |
Ava 11 Ava |1 Not | Eco57 | Ava |1
I | | I I I I
ATGOCCAGCAGGACOGACOOCAAGAT GGACOEEAGOEECEE00CECGET CCGT CTGAAGEOECACT ACGEOCEIEFACATCCTGAT TACCAGCGT GGACCCCA. 100
TACGEGTCGTCCTEECTAEAEGT TCTACCTGEOCT CBOCE00EECECACGECAGACT TOOEOGT GAT GO0BCCOCT GTAGGACT AATGGTOECACCTGIEGET
L] | L] | . | L] | (] | L] L] L] . | L]

I
11 27 3

I
8 52 93
33 44

39

39

39

i

EcoN | NspH |

Ava I BspLUL1 | Tsp45 |
PpuM | AL T Bsg | Hoh |
EcoQL09 | BsnA | Hae | Hph | BStE ||

N || | | I /]
CGACAACT TTOCAGGACCT CTGTGAGGAAGT GOGAGACAT GTGT GEOCT GCACCAGCAGCACOCACT CACOCTCAAGT GBGT GGACAGTGAAGGTGACCC 200
GCTGT TGAAAGGTOCTGGAGACACT OCT TCACGCT CTGTACACACOGEGACGT GGT OGT OGT GBGT GAGT GRGAGT TCACOCACCTGTCACT TOCACTGSG

3 | I | . . | | . I | . . . 3 . .

113 134 144 167 193
113 137 148 193
114 137 194
117 137
137
Stu |
BseR |
Gu | Hae |
Bopm 1 Aat | Hae | Hyi A | SfaN |

[ 1 | I | |
TTGTACTGTGTOCTCACAGATCCAGCTCGCAGCAGECCT TOOEOCT GACCT GTCAGEECACEEACGAAGT GCTCATCATCCACGT TTTCOCAAGCATCCCA - 300
AACATGACACACGAGT GT CTACCT OGACCT OCT COBGAAGEOCEGACOCGACAGT COOGT COCTCCT TCACGAGT AGT AGGT GCAAAAGEGT TOGTAGEGET

[ ] [ ] L] L] | [ ] L] L] [ ] [ ] ]
226 233 245 268 293
226 233
229
233
Bbv ||
Sph | Bbs |
NspH | Gsu | ai 11
Bbu | Bpm | Dsa | PfIMI Eae | Ear |

| I | | I I |
GAACAACOCEECATACCT TGTCCTCGAGAACGACAAGT CCATCTACCEOOGT GCAGCCAGAACGAT CGACCGAAGCTATACOGAGOCAACGECCACCTCTTCC - 400
CTTGI TGE0COGTACCGAACACGACCT CTTCT GT TCAGGT AGATGECEECACCTOGGT CTTCTACCTCCT TOGATATGECT OGGT TAOOGGTCRAGAAGG

0| L] | | L] L] I L] | L] L] L] | L] | L]
311 323 348 356 387 394
311 323 387
311 328

328
Bsg |
Msc |
Hae 11 Hae |
Eco47 |11 Eae | Nu |
Aor51H | Bal | EcoQ109 | SfaN |

| I | I |
AAGOCAAGOCCT TTAACAGEAGAGOGT ACT GT GEOCAGT GCAGCGAAACGATAT GEEECCT CBOGAGECAGEEGTACAGGT GCATCAACTCCAAGCTCACT - 500
TTOSGT TOBCGAAAT TGTCCTCTOBCATGACACOSGT CACGT OCCT TTOCT ATACOCOGBGEAGCGECT COGT COCCAT GTCCACGTAGT TGACGT TCGACCA

| 3 ] ol |o . I ol . 3 . .

407 432 455 482
407 432 461
407 432

432

438
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Pst |

Sse8387 |

Sbf |

EcoN | Gsu |
Btr | BspM | Nde | Bpm |

I |11 I |
TGIOCATAAACCCTGOCACGT CCTOGT COOGCT GACCT GCAGGAGECATATGEAT TCTGT CATGCCT TOCCAAGAGCCTCCAGT AGATGACAAGAACGAT - 600
ACAGGTATTTGOGACCGT CCACGACCAGEEOGACT GGACGT CCTCOGT ATACCT AAGACAGT ACCEAAGEGT TCTCEGAGGT CATCTACTGI TCTTCCTA

3 . . ||| . | . . . |o . .

517 535 547 578
536 578
536
536
537
Bfr |
Al 11
Ava |
PpuM |
Acc | Eco57 | EcoQ109 |

I I | |
GGTGTAGACCT TCCTTCAGAAGAAACTGATCGAAT TCCT TATATTTCT TCATCTOGGAAACAT GACAATATCAAAGATGATTCTGAGEACCTTAAGCCTG - 700
CCACATCTCGAAGGAAGT CTTCT TTGACTACCT TAACGAATATAAAGAAGTAGACGCCT TTGTACTGT TATAGT TTCTACTAAGACTCCTGGAAT TACSEAC

| 3 . . . . . . 3 || ol .

I
604 614 686

686
687
691
691
Ava 11
PpuM |
EcoQ109 |
dal Xem |
Ban 111 BsaB | A wN | Plel Sty |

I | I | 11
TCATOGATGEEGT GGATGEGEATCAAAAT CTCTCAGEEECTGEEECTCCAAGACT TTGACCT CATCAGAGT CATOCEE0GT GCGAAGCTATGOCAAGGTCCT - 800
AGTAGCTACCOCACCTACCCTAGI TT TAGAGAGT CO0CGACCOCCGACGT TCTGAAACTGEAGT AGT CTCAGT AGCCOGBCACCT TCGATACGGT TCCAGEA

I 3 I . | . . . . 3 ol || .

703 720 733 767 791
703 791
794
794
795
Sac |
Hyi A |
Ecl 136 ||
Bst X | Hoh | Ban I EcoR V Bsg |

I | | I
CCTGGT GOGGT TGAAGAAAAACGACCAGAT T TACGOCATGAAGGT GGTGAAGAAGCAGCT OGTOCACCGACCATGAGGATAT CGACTGEGT GCAGACAGAG 900
GGACCACEOCAACTTCTTTTTGCTGGT CTAAATGOGGTACT TACACCACT TCT TOCTCGAGCAGGTGCTGCTACT CCTATAGCTGACCCACGTCTGICTC

L] I L] | L] L] L] I L] I L] L]
836 846 856 877 889
856
856
856
AL LTI

P |

BsaA |

BbrP | SfaN | Ccrio | HnC 1l

I | | I
AACCACGTGT TOGAGCAGSCATCCAGCAACCOCCT TOCTGGT TAACT TACACTCCTGCT TCCAGACAACCGAGCOGGT TGT TACTGGTCATOGAGTATGTCA - 1000
TTOGTGCACAACCTOGT COGTAGGTOGT TAEEGAAGGACCAACCGAAT GTGAGGACGAAGGT CTGT TECT CEEOCAACAAGCGACCAGTACGCT CATACAGT

| | L] I L] L]
904 919 971 997
904
904
905
Ava |1 BsaB |
PpuM | BstY I
EcoQ109 | NspH | HnD III Bal 11

|| I
ACGEEEEEEACCTCATGT TOCACATGCAGAGECAGAGGAAGCT TCCAGACGAACACEOCAGGT TCTATGCTGCTGAGATCTGTATOCTCTCAACT TCCT - 1100
TGOCO0COCT GRAGTACAAGGT GTACGT CTOCGT CTOCT TCGAAGGT CTCCT TGTGOGGT CCAAGATACGACCGACT CTAGACATAGOCAGAGT TGAAGEA

3 ] . . . . 3 . .

| |
1007 1022 1039 1076
1007 1076

1008 1077
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Ava 11 Tth11l | Stu |
PpuM | PfIFE | SfaN | Hae |
EcoQ109 | Asp | BseR | NspH | Aat |

|| | I
ACATGAGAGACEGATCAT CTACCEEEACCTAAAACT GGACAACGT CCTCCTOGAT GOOGAT GRACACAT TAAGCTGACGGACTACCCATGT GCAACGAA - 1200
TGTACTCTCTOOCTAGTAGATGEOOCTCGAT T TTGACCT GT TGCAGGAGGAGCTACCECTACCTGT GTAAT TCGACTGCCTGATGCOGTACACGT TCCTT

L] . L] | L] | . | . L] L] | . |
1124 1138 1147 1187 1200
1124 1138 1153 1200
1125 1138 1200
EcoQ109 |

Sty |

Bln | Ear |

Avr 11 BseR |

| | I I
GECCTAGECO0CEE0CGACACAACAAGCACT TTTTGTGGAACCOCGAACT ATAT CBOCOCCGAAAT CCTCOGAGEAGAAGAGT ACCEGT TCAGOGTGEACT - 1300
COCGATOOBEEE00CCTGT G TGT TAGTGAAAAACACCT TAEEECT TGATATAGOEEEEECT TTAGGACGCTCCT CT TCT CATGOCCAAGT CBCACCTGA

I | L] L] L] .

1203 1271
1203 1276
1203
1206
Bbv ||
Bbs |
Hae || Hae || Eco57 |

| | ||
GGTCEE0CCTAEGTGICCT TATGI TTGAGATGATGECTAEECECTOOCCCT TTGACAT CATCACAGACAACCCTGACATGAATACTGAAGACTACCTTTT - 1400
OCACOCGEOGACCCACAGEAATACAAACT CTACT ACOGACCOCECCACEEEGAAACT GTAGT AGTGT CTGT TGSGACTGTACT TATGACT TCTGATGGAAAA

3 . . . . . 3 . .

I I
1305 1340 1385

1387
1387
Stu |
Hae | Btr | BstY |
Aat | Afl 111 Dra | BanH |

I N |
CCAAGT TATCCTGGAAAAGCCAAT TCCGAT TCCOOGT TTOCTGTCTGT CAAGSCCTCACACGT CTTGAAAGGAT TTTTAAATAAGGATOCCAAAGAGAGG 1500
GGTTCAATAGEACCT TTTOGGT TAAGCCT AAGEEECAAACCGACAGACAGT TOOGGAGT GTGCAGAACT TTCCTAAAAATTTATTCCTAGSGT TTCTCTCC

3 . . . ol ||o . 3 . .

I I
1451 1458 1476 1485

1451 1459 1485
1451
i 11
Eag |
Eae | BspM |
NgoM | AspE | Ava |1
Nae | Ahd | PpuM |
ari1o | Mre | EcoQ109 | A WN |

| | I (I I
CTTGGCTGO0GE00CCAGACTGAGT TT TAOGACATCAAGTOOCATGOCT TCT TOOGAAGCATAGACT GBGACCT GLT TGAAAAGAAGCAGACCCTGICTC - 1600
GAACOGACGEO0GE0GT CTGACOCAAAAGECT GTAGT TCAGGGT ACGEAAGAAGGCT TOGT ATCTGACOCTGGACGAACT TTTCT TOGT CTGRGACGEAG

I | L] | .I L] L] L] ||.| L] L] L]
1508 1528 1568 1588
1508 1531 1568
1508 1531 1569
1510 1571
1510
1510
Aha |
Hae | Hoh | Ban 11 Pvu |1 Aat |

I I I | |
COCTTOCAGCOOCAGATCACAGATGACTATGECCT GGACAACT TCGACACCCAGT TCACCAGOCGAGCOOGT ACAGCTGACOCCAGATGATGAGGACGTCAT - 1700
GCRAAGGTOEEGTCTAGIGT CTACTGATACCEEACCT GT TGAAGCTGT GOGT CAAGT GGTORCT CAACATGT CGACTGEEGT CTACTACTCCTCCAGTA

. I |
1629 1655 1663 1672 1693
1693
Ple l
BstB | BseR |

I | |
AAAGAGCATCGACCAGT CCGAGT TOGAAGGECT TOGAGT ACATCAACCOGCT TCTGCTGTCTGCTGAGGAGTCOGTGIGA 1779
TTTCTCCTAGCT GGTCAGECTCAAGCT TCOGAACCTCAT GTAGT TAEECGAAGACGACAGACGACT CCTCAGECACACT

I
1723 1765
1768

Restriction Endonucl eases site usage
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Aat | 3 Bbv |1 2 BstY | 2 HnD |11 1 Psp1406 | -
Aat 11 1 Bci V | - Bst 717 | - Hoa | - Pst | 1
Acc65 | - Bel | - Bsu36 | - Hoh | 4 Pvu | -
Acc | 1 Bfr | 1 Btr | 2 Kas | - Pvu Il 1
Acl 1 - Bgl | - Bts | - Kpn | - Rsr |1 -
Al 11 1 Bgl Il 1 crio | 2 Ksp | - Sac | 1
AL 1T 3 Blin I 1 dal 1 Me | Sac 11 -
Age | - Blp I - Dra | 1 Mu I - Sal | -
Aha 11 1 Bpm | 3 Dra |11 - Mre | 1 Sap | -
Ahd | 1 Bpul102 | - Drd | - Msc | 1 Sbf | 1
A wad | - Bsa | - Dsa | 1 Min | - Sca | -
A wWN | 2 BsaA | 1 Eae | 4 Nae | 1 SfaN | 4
Aor 51H | 1 BsaB | 2 Eag | 2 Nar | - Sfi | -
Apa | - BseR | 4 Ear | 2 Nco | - SgrA |

ApalL | - Bsg | 3 Ecl 136 |1 1 Nde | 1 Sna | -
Asc | - Bsi | - Eco47 111 1 NgoM | 1 SnaB | -
Ase | - Bsi WI - Eco57 | 3 Nhe | - Spe | -
Asp700 | - Bsm | - EcoN | 2 Not | 1 Sph | 1
Asp718 - BsmA | 1 EcoQ109 | 8 Nu | 1 Spl | -
AspE | 1 BsnB | - EcoR | - Nsi | - Srf ol -
Asp | 1 Bsp120 | - EcoR V 1 NspH | 4 Sse8387 | 1
Ava | - Bsp1407 | - Ehe | - Pac | - Ssp | -
Ava |1 9 BspE | - Esp3 | - PaeR7 | - Stu | 3
Avi | - BspH | - Esp | Pci | 1 Sty | 2
Avr 11 1 BspM | 2 Fse | - PflF I 1 Swa | -
Axy | - BspM I | - Fsp | - PfIMI 1 Tsp45 | 1
Bal | 1 BspLUL1 | 1 i 11 3 Plel 2 Tth11l | 1
BarH | 1 BsrB | 1 Gsu | 3 Pre | - Xba | -
Ban I 2 BsrD | - Hae | 7 Pm | 1 Xca | -
Ban I11 1 BssH | | - Hae |1 3 Ppul0 | - Xho | -
Bbe 1| - Bst 1107 | - Hoa | 1 PpuM | 6 Xem | 1
BbrP | 1 BstB | 1 Hyi A | 2 PshA | - Xma | -
Bbs | 2 BstE |1 1 Hyi E | - Psi | - Xm | -
Bbu | 1 Bst X | 1 HnC I 1

Enzyne Site Use Site position (Fragment |ength) Fragnment order

Aat 11 gacgt/c 1 1( 1692) 1 1693( 87) 2

Acc | gt/ nkac 1 1( 603) 2 604( 1176) 1

Al 11 c/ttaag 1 1( 690) 2 691( 1089) 1

Aha 11 gr/cgyc 1 1( 1692) 1 1693( 87) 2

And | gacnnn/ nngt ¢ 1 1( 1530) 1 1531( 249) 2

Aor51H | agc/ gct 1 1( 406) 2 407( 1373) 1

AspE | gacnnn/ nngt ¢ 1 1( 1530) 1 1531( 249) 2

Asp | gacn/ nngt c 1 1( 1137) 1 1138( 642) 2

Avr 11 c/ ct agg 1 1( 1202) 1 1203( 577) 2

Bal | tgg/ cca 1 1( 431) 2 432( 1348) 1

BanH | g/ gat cc 1 1( 1484) 1 1485( 295) 2

Ban 111 at/ cgat 1 1( 702) 2 703( 1077) 1

BbrP | cac/gtg 1 1( 903) 1 904( 876) 2

Bbu | gcatg/c 1 1( 310) 2 311( 1469) 1

Bfr | c/ttaag 1 1( 690) 2 691( 1089) 1

Bgl Il a/ gat ct 1 1( 1075) 1 1076( 704) 2

Bin I c/ ct agg 1 1( 1202) 1 1203( 577) 2

BsaA | yac/ gtr 1 1( 903) 1 904( 876) 2

BsnmA | gtctc 1/5 1 1( 133) 2 134( 1646) 1

BspLUL1l | a/catgt 1 1( 136) 2 137( 1643) 1

BsrB | gagcgg -3/-3 1 1( 32) 2 33( 1747) 1

BstB | tt/cgaa 1 1( 1722) 1 1723( 57) 2

BstE |1 g/ gt nacc 1 1( 192) 2 193( 1587) 1

Bst X | ccannnnn/ nt gg 1 1( 835) 2 836( 944) 1

dal at / cgat 1 1( 702) 2 703( 1077) 1

Dra | ttt/aaa 1 1( 1475) 1 1476( 304) 2

Dsa | c/ crygg 1 1( 347) 2 348( 1432) 1

Ecl 136 Il gag/ctc 1 1( 855) 2 856( 924) 1

Eco47 111 agc/ gct 1 1( 406) 2 407( 1373) 1

EcoR V gat/atc 1 1( 876) 2 877( 903) 1

Hga | gacgc 5/10 1 1( 43) 2 44( 1736) 1

HnC I gty/rac 1 1( 996) 1 997( 783) 2

HnDIII alagctt 1 1( 1038) 1 1039( 741) 2

Mre | tccrac 20/18 1 1( 1527) 1 1528( 252) 2

Msc | tgg/ cca 1 1( 431) 2 432( 1348) 1

Nae | gcce/ ggce 1 1( 1507) 1 1508( 272) 2
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Nde | ca/tatg 1 1( 546) 2 547( 1233) 1
NgoM | g/ ccggce 1 1( 1507) 1 1508( 272) 2
Not | gc/ ggcege 1 1( 37) 2 38( 1742) 1
Nu | tcg/ cga 1 1( 460) 2 461( 1319) 1
Pci | a/ cat gt 1 1( 136) 2 137( 1643) 1
PfIF I gacn/ nngt c 1 1( 1137) 1 1138( 642) 2
PfIMI ccannnn/ nt gg 1 1( 355) 2 356( 1424) 1
P | cac/gtg 1 1( 903) 1 904( 876) 2
Pst | ctgca/ g 1 1( 536) 2 537( 1243) 1
Pvu 11 cag/ctg 1 1( 1671) 1 1672( 108) 2
Sac | gagct/c 1 1( 855) 2 856( 924) 1
Sbf | cctgcal/ gg 1 1( 535) 2 536( 1244) 1
Sph | gcatg/c 1 1( 310) 2 311( 1469) 1
Sse8387 | cctgcal/ gg 1 1( 535) 2 536( 1244) 1
Tsp45 | / gt sac 1 1( 193) 2 194( 1586) 1
Tthlll | gacn/nngtc 1 1( 1137) 1 1138( 642) 2
Xem | ccannnnn/ nnnntgg 1 1( 790) 2 791( 989) 1
A wWN | cagnnn/ ctg 2 1( 732) 2 733( 855) 1 1588( 192) 3
Ban 11 grgcy/ c 2 1( 855) 1 856( 807) 2 1663( 117) 3
Bbs | gaagac 2/6 2 1( 327) 3 328( 1059) 1 1387( 393) 2
Bov |1 gaagac 2/6 2 1( 327) 3 328( 1059) 1 1387( 393) 2
BsaB | gat nn/ nnat ¢ 2 1( 719) 1 720( 357) 3 1077( 703) 2
BspM | acct gc 4/ 8 2 1( 534) 2 535( 1036) 1 1571( 209) 3
BstY I r/ gatcy 2 1( 1075) 1 1076( 409) 2 1485( 295) 3
Btr | cac/gtc 2 1( 516) 2 517( 942) 1 1459( 321) 3
Cfrio | r/ ccggy 2 1( 970) 1 971( 537) 2 1508( 272) 3
Eag | ¢/ ggccg 2 1( 38) 3 39( 1471) 1 1510( 270) 2
Ear | ctcttc 1/4 2 1( 393) 3 394( 882) 1 1276( 504) 2
EcoN | cct nn/ nnnagg 2 1( 116) 3 117( 419) 2 536( 1244) 1
Hogi A | gwgcw ¢ 2 1( 267) 3 268( 588) 2 856( 924) 1
Ple l gagtc 4/ 5 2 1( 766) 2 767( 1001) 1 1768( 12) 3
Sty | ¢/ cwagg 2 1( 790) 1 791( 412) 3 1203( 577) 2
Aat | agg/ cct 3 1( 232) 4 233( 967) 1 1200( 251) 3
1451( 329) 2
Al 1T a/ crygt 3 1( 136) 4 137( 768) 1 905( 553) 2
1458( 322) 3
Bpm | ctggag 16/14 3 1( 225) 3 226( 97) 4 323( 255) 2
578( 1202) 1
Bsg | gtgcag 16/14 3 1( 147) 4 148( 290) 3 438( 451) 2
889( 891) 1
Eco57 | ctgaag 16/14 3 1 51) 4 52( 562) 2 614( 771) 1
1385( 395) 3
i 11 yggccg  -5/-1 3 1( 38) 4 39( 348) 2 387( 1123) 1
1510( 270) 3
Gsu | ctggag 16/14 3 1( 225) 3 226( 97) 4 323( 255) 2
578( 1202) 1
Hae |1 rgcgcely 3 1( 406) 3 407( 898) 1 1305( 35) 4
1340( 440) 2
Stu | agg/ cct 3 1( 232) 4 233( 967) 1 1200( 251) 3
1451( 329) 2
BseR | gaggag 10/8 4 1( 228) 3 229( 918) 1 1147( 124) 4
1271( 494) 2 1765( 15) 5
Eae | y/ ggccer 4 1( 38) 5 39( 348) 2 387( 45) 4
432( 1078) 1 1510( 270) 3
Hoh | got ga 8/7 4 1( 166) 3 167( 26) 5 193( 653) 2
846( 809) 1 1655( 125) 4
NspH | rcatgly 4 1( 136) 5 137( 174) 3 311( 711) 1
1022( 165) 4 1187( 593) 2
SfaN | gcatc 5/9 4 1( 292) 3 293( 189) 5 482( 437) 2
919( 234) 4 1153( 627) 1
PpuM | r g/ gwcey 6 1( 112) 6 113( 573) 1 686( 108) 7
794( 213) 3 1007( 117) 5 1124( 444) 2
1568( 212) 4
Hae | wgg/ ccw 7 1( 143) 6 144( 89) 7 233( 12) 8
245( 187) 3 432( 768) 1 1200( 251) 2
1451( 178) 4 1629( 151) 5
EcoO109 | rg/ gnccy 8 1( 112) 7 113( 342) 2 455( 231) 3
686( 108) 8 794( 213) 4 1007( 117) 6
1124( 82) 9 1206( 362) 1 1568( 212) 5
Ava 11 g/ gnece 9 1( 10) 10 11¢( 16) 9 27( 66) 7
93( 21) 8 114( 573) 1 687( 108) 6
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160 sites found

No Sites found for the following Restriction Endonucl eases

Acc65 |
Acl |
Age |
Awig |
Apa |

Apal |
Asc |

Ase |
Asp700
Asp718
Ava |
Avi |
Axy |
Bbe |
Bci V |
Bel |
Bgl |
Blpl
Bpu1102
Bsa |
Bsi |
Bsi WI
Bsm |
BsnB |
Bsp120
Bsp1407
BspE |
BspH |

g/ gt acc
aal/cgtt
a/ ccggt
g/ tgcac
gggcec/ ¢
g/ tgcac
go/ cgcgee
at/t aat

gaann/nnttc

g/ gtacc
c/ycgrg
tgc/ gca
cc/ tnagg
ggcge/ ¢
gtatcc
t/gatca

6/5

gcennnn/ ngge

gc/ t nagc
gc/ t nagc
gotctc
ctcgtg
c/ gtacg
gaat gc
cgtctc
g/ ggccce
t/gtaca
t/ccgga
t/catga

1/5

-5/-1

1/-1
1/5

BspM I |
Bsr D
BssH I |
Bst 1107 |
Bst Z17 |
Bsu36

Bts

Dra 111

Drd

EcoR

Ehe

Esp3

213) 3
211) 4

t/ccgga
gcaatg

g/ cgcgce
gta/tac
gta/tac
cc/ tnagg
gcagtg
cacnnn/ gtg
gacnnnn/ nngt ¢
g/ aattc
ggc/ gce
cgtctc
gc/ t nage
ggcegg/ cc
tgc/ gca
accnnnnnnggt
gtt/aac

g/ gcgcec
ggtac/ c
ccgce/ gg
c/aattg

al cgcgt
claattg

gg/ cgcc

c/ cat gg

g/ ctagc
atgca/t

2/0

2/0

1/5

1008(

Pac

PaeR7

Prre

Ppul0
PshA |

Psi

Psp1406 |

Pvu

Rsr 11
Sac |1

Sal
Sap
Sca

Sl
SgrA |

Sma

117) 5

1125(

ttaat/taa
c/tcgag
gttt/ aaac
a/ tgcat
gacnn/ nngt ¢
tta/taa
aal/cgtt
cgat/cg
cg/ gweeg
ccgce/ gg
g/ tcgac
gctcttce
agt/ act
ggcennnn/ nggcce
cr/ccggyg

ccc/ ggg
tac/gta

a/ ct agt

c/ gt acg
gccec/ gggce
aat/att
attt/aaat
t/ctaga
gta/tac

¢/t cgag

¢/ ccggg
gaann/nnttc

1/ 4
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