#H# DNA Strider™ 1.2 ### Thursday, November 16, 2000 3:02:55 PM

rPKCbetal ORF -> Full Restriction Map

DNA sequence 2016 b.p. ATGCTGACOCG ... ATTAATGTGTAG | near
Sunday, January 22, 1995 11:31:27 AM
Read fromASAOI1/Gti2 file "RP58(COR A NAL) . ORF/ TEXT"

Positions of Restriction Endonucl eases sites (unique sites underlined)

100

Nar |
Kas | Dra |11
Hae I1 Bsi |
Ehe | Hgi A I
Hi A | Boe | Apal | Hph |
BseR | Aha I A wasd |
| | I || I
ATGECT GACOORECT GOGEEE00GE00G00GACOGAGEREOGAGGAGAGCACGGT GORCT TOROOORCAAAGROGOOCT COBECAGAAGAACGT GCACGAGG
TACCGACT GRE00GACEO000GE0GE0EACT ORCTOC0GRCT OCT CTOGT GOCACGOGAAGCRER0GT T TOOR0BAGAGA0CGT CTTCT TACACGTGCTOC
L] . . | | . . | L] .| | | L]
40 70
45 70 91 99
70 91
70 94
70 94
70
Bsg |
AW |
Hoh | Pst | Bts |

I (U
TGAAGAACCACAAAT TCACCEOCOCCT TCT TCAAGCAGCOCACCT TCTGCAGOCACT GCACOCGACT TCAT TTGEAECT TOBEGAAGCAGECGATTCCAGT G
ACTTCTTGGTGI TTAAGT GEOCEE0GAAGAAGT TOGT CCEGET CGAAGACGT CAGT GACGT GECTGAAGT AAACOCCGAACCCCT TGGTCOCTAAGGT CAC

116 147 154
150
156
Hae |1 Bsp120 |
Eco47 111 Ban 11
Aor 51H | Tsp45 | Apa |
Bsp1407 | EcoR | Bsg | EcoQ109 | Dsa |

| | I I |
TCAAGTCTGCTCCTTTGI TGTACACAAGCGCTACCATGAAT TOGT CACGT TCTCCTAOCCT GGT GCAGACAAGEECCOEACCTCTGATGACCCACSGAGRC
AGT TCAGACGACCAAACAACATGTGT TOBOGACGGT ACT TAAGCAGT GCAAGACGACGEEGACCACGT CTGT TCOOEEECOCCAGACTACTGEGETACCTCG

3 | . | . I . I . . . 3 . .

219 238 263 272 292
227 244 273
227 273
227 273
Gsu |
BstY | Bpm | Tsp45 | Bts | Ban |1

I | | |
AAACACAAGT TTAAGATCCACACCTACT CCAGCCCTACCT TCTGTGACCACT GT GGATCACT GCT GTATGEECTCATOCCACCAGEEGATGAAATGOGACA
TTTGIGI TCAAAT TCTAGGT GTGGAT GAGGT CEEGATCGAACGACACT GGTGACACCT AGT GACCGACATACCOGAGT AGGTGGTOOCCTACT TTACGCTGT

3 I ] . . . | . 3 . .

I
314 327 344 359 370

327
Hae |1 i |
Eco47 |11 Bgl | Eae |
Aor 51H | A WN | Dsa | SfaN |

I | | | | I
CCTGTATGATGAATGT CCACAAGOGCT GOGT GAT GAACGT COCCAGCCT CTGT GBCACCGACCACACAGAACGEOCGT GEOCGECATCTACATOCAGECOCA
GGACATACTACT TACAGGTGI TOBOGACGECACT ACT TACAGEGT OCGAGACACOGT GCTAGT GITGT CT TAOEECACOCE0GT AGATGT AGGTOCCEET

|
422 444 474 482

422 446 477
422 477
Kpn | SnaB |
Asp718 BsaA |
DdIl Pel SfaN | Acc65 | Ava Il BstY I

| I I | I I I
CATOGACAGEECAGT CCTCATCGT TGT TGTAAGAGATGCTAAAAAT CTGGTACCT ATGEACCCCAACCSECT TGTCAGATOCCTACGTAAAACTGAAACT G
GIACCTGTOOCCTCACGAGT AGCAACAACAT TCTCTACGAT T TTTAGACCATCGATACCT GAGT TAOCGAACAGT CTACGEEATCCATTTTGACT TTGAC
| L] L] L] L] I L] | L] L] | L] L] L]
505 512 535 54 558 576
549 583
549 583

200

300

400

500

600
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Bbv |11 Eco57 |
Bbs | Eco57 | Pvu 11

I | | ]
ATOCCTCGATCOCAAAAGT GAGAGCAAGCAGAAGACCAAGACT ATCAAATGCTOCCT CAACCOCGAGT GCAACGAAACCT TCAGAT TTCAGCTGAAGGAAT 700
TAGEGACTAGSGI TTTCACTCTOGT TOGTCT TCTGGT TCTGATAGI T TACGAGEGAGT TGEEOCTCACCT TACT TTGEAAGT CTAAAGTCGACT TCCTTA

L] L] I L] L] L] L] I L] | .| L]
630 678 688
630 691
Ava |1
Bbv 11 BstY | PpuM | Xm |
Bbs | Bal 11 EcoQ109 | Asp700 | BstY |

|
CAGACAAAGACAGAAGACT GT COGT AGAGAT CTGEGAT TAGACCTGACCACCAGEAATGACT TCATCCGATCTCTGTCGT TTGEGAT TTCAGAACTACA - 800
GICTGI TTCTGI CT TCTGACAGGECATCT CTAGACCCTAACCCTGGACTGGTOGTCCT TACTGAAGT ACCCT AGAGACAGCAAACCCTAAAGT CTTGATGT
L] | L] | L] | | (] | L] | L] L] . L]
713 728 740 756 769
713 728 740 756
741
Sap |
Ear |
Sca | ario | BsrD |

I I | |
GAAAGCOCGAGTGEATGECTGGT TCAAGT TACT AAGCCAGGAAGAAGCEOGAGT ACT TTAATGT GOOGGT GOOCCCEEAAGAAACCGAGECAATGAAGAG 900
CTTTOSE0CTCACCTACCCGACCAAGT TCAAT GAT TOSGTCCT TCT TGOGCTCATGAAAT TACACCSE0CACEEOECCT TCT TTCECTCOCGI TACTTCTC

3 . . . . | . | . 3 | | .

851 864 890
895
895
Sty |

Msc | Sty |

Hae | Kpn |

Eae | Asp718 Gsu |

Bal | Acc65 | Bpm |

I I I
CTGOCECAGAAGT TTGAGAGAGCCAAGAT TEGECCAAGGTACCAAGECT CCAGAAGAAAAGACACCGAACACTATATCCAAAT TTGACAACAATGCAACA 1000

GACCOOGTCTTCAAACTCTCTOGGT TCTAACOGGT TOCATGGT TCOGAGGTCTTCT TTTCTGTOCT TGTGATATAGGT TTAAACTGI TGT TACOGT TGT

3 . | . . . . 3 . .

930 937 947
930 937 947
930 937
930 941
933
Ava |1 BsrB |

| |
GEGACOGGAT GAAACT GACCGAT TTTAACT TOCT GATGGT GCT GREGAAAGGCAGCT T TGECAAGGT CATGCT CTCAGAGOGGAAGSGTACAGATGAACT - 1100
OOCTGROCTACT T TGACTGECTAAAAT TGAAGGACT ACCACGACOCCT TTOOGT OGAAACCGT TOCAGTACGAGAGT CTCROCT TOOCATGTCTACT TGA
| L] . . L] . . L] | L] . L]
1002 1078
Hoi A
Eco57 | Apal
BstY | Hoh | Awid | Ear |

I I I |
CTATGOOGTGAAGATCCTGAAGAAAGAT GT GGTGATCCAAGAT GACGAT GTGCAGT GCACAAT GGTGGAGAAGAGEGTGCTGEOCCTAOCTGEEAAGCCC. 1200
CGATACCECACT TCTAGGACT TCTTTCTACACCACTAGGT TCTACTGCTACACCTCACGT GT TACCACCT CT TCTCOCACGACOEEEACEGACCCTTAEEG
L] | | L] . L] . L] | L] . L]
1112 1131 1155 1170
1117 1155
1155

o

|
|
| Bst X |
Plel PfIM I Ava || Me |

&2

&
o

I I | ||
CCATTCCTGACTCAGCTCCAT TOCT GCT TOCAGACCATGGACOCCCTCTACT TTGT GATGGAGTAT GTGAACGEEEECGACCTCATGTACCACATCCAAC 1300
GGTAAGGACT GAGT CGAGGT AAGEACGAAGGT CTGGT ACCT GEOGEAGATGAAACACT ACCTCATACACT TAOOCCORCT GRAGTACATGGTGTAGGT TG

L] L] I | L] L] L] L] L] L] L]
1209 1230 1239 1295
1235 1296
1235
1235
i 11
Eae | Ban 11 Pst | BsaB | SfaN | Tsp45 |

I I | I I I
AAGT TG30OGT TTCAAGGAGOCCCATCCTGTATT T TACGCT GCAGAGAT TGOCATOSGT CTTTTCT TCT TGCAGAGCAAGSECATCATTTACOGTGACCT - 1400
TTCAACCGECAAAGT TCCTOBEEGTACGACATAAAAT GCGACGT CTCTAACGGT AGCCAGAAAACGAAGAACGT CTOGT TOCOGTAGTAAATGECACTGA

I | - | |- I
1305 1318 1340 1347 1382 1394
1305
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Tsp45 |
SfaN | NspH | Hoh |

I | |l
GAAACT TGACAACGT GATGCTGGAT TOOGAGGEECACATCAAAATOCCTGACT TTGECATGT GTAAAGAGAATAT CTGEGATGEEGTGACAACCAAGACA 1500
CTTTGAACTGI TGCACTACGACCTAAGECTOCCOGTGTAGT TTTAGCGACTGAAACOGT ACACAT TTCTCT TATAGACCCTACOCCCACTGI TGGT TCTGT

1457 1485
1486

| L]
1416

Gsu |
Bpm | BsrD | BsrD | Plel

| | | I
TTCTGTGECACTCCAGACTACAT TGOOOCAGAGAT CAT TGCT TATCAGOCCTACGGAAAGT CTGTCGACTGGTGEE0GT TTGGAGTCCTCGCTGTATGAAA - 1600
AAGACACCGTGAGGTCTGATGT AACEEEGTCTCTAGT AACGAAT AGT OCEGATACCT T TCAGACACCT GACCACCORCAAACCT CACGGACGACATACTTT

L] L] L] L] L] L] I L] L]
1511 1521 1536 1583
1511
Msc |
Hae |
Eae | Dra Il
Bal | EcoN | Ear | Hyi A | Bci V|

I I | | |
TG TGECTGE0CAGECACCT T T TGAAGSEGACGAT GACGAT GAACT CT TOCAGT CAATCATGCAGCACAACGT GBOGTATOOCAAGT CCATGTCTAAGEA 1700
ACAACCGACOGGTCOGT GGAAAACT TACCCTCCTACTCCTACT TGAGAAGGT CAGT TAGTACCTOGTGT TGCACCECATAGEGT TCAGGTACAGATTCCT

L] I L] L] L] | L] L] | I L] I L] L] L]
1608 1618 1645 1663 1677
1608 1666
1608
1608
Ppui0 |
Nsi |
Sph 1
NspH |
Hae |1 Eco57 | BsmA | Bou |

I | I | |
AGCTGI GECAAT CTGCAAAGEECT AATGACCAAACACCCAGECAAGCACCTAAGET TGTGEEOCTGAAGEEGAACGAGACAT TAAGGAGCATCCATTTTTC - 1800
TOGACACOGT TAGACGT TTCOCCGATTACTGGT TTGTGAGTCOGT TOBOEGEACOCAACACCOGEEACT TOOCCT TECTCTGTAAT TCCTCGTACGTAAAAAG
L] L] . L] (] L] | L] | L] | L]

I
1745 1763 1775 1788

1788
1788
1790
1790
Psi | BsmA | BsmA | M |

| | I
CGGTATATCCGACTCEGAGAAACT CGAACGCAAGGAGAT TCAGCCACCT TATAAACCAAAAGCTAGAGACAAGOGAGACACCTOCAACT TCGACAAAGAGT 1900
GOCATATACCTGACCCTCT TTGAGCT TAOGT TOCTCTAAGTOSGTGEAATAT TTGGT TT TOGATCTCTGT TAGCTCTGTCCAGGT TGAACCTGI TTCTCA

L] . . L] | . . | L] | L] . L]
1848 1865 1874 1882
Xca |
Bst Z17 |
Xcm | Bst 1107 |
Hoh | Ple l Ear | BspH | Ava || Acc |

|| I I I I I
TCACCAGECAGOCT GTGGAACT GACTCOCACT GACAAACT CTTCATCATGAACT TGGACCAAAATGAAT TTGCTGRCTTCTOGTATACTAACCCAGAGIT - 2000
AGTGGTOOGT OGGACACCT TGACT GAGGGT GACTGT TTGAGAAGT AGTACT TGAACCT GGT T TTACT TAAACGACOGAAGAGCATATGATTGAGTCTCAA

I | L] L] | L] | L] | L] | L] L] L] L] L]
1901 1923 1939 1946 1956 1983
1904 1983
1983
1983
Ase |
I
TGTCATTAATGIGTAG 2016
ACAGTAATTACACATC
| .
2005

Restriction Endonucl eases site usage

Aat | - Bbv || 2 BstY | 5 HnD III - Psp1406 | -
Aat |1 - Beci V | 1 Bst Z17 | 1 Hpa | - Pst | 2
Acc65 | 2 Bel | - Bsu36 | - Hoh | 5 Pvu | -
Acc | 1 Bfr | - Btr | - Kas | 1 Pvu Il 1
Acl | - Byl | 1 Bts | 2 Kpn | 2 Rsr |1 -
Al I - Bgl 11 1 cfri1o | 1 Ksp | - Sac | -
Al 111 - Bin I - dal - Me | - Sac |1 -
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Age | - Blp I - Dra | - Mu I - Sal | -
Aha 11 1 ml 3 Dra |11 2 Mre | 2 Sap | 1
Ahd | - Bpul102 | - Drd | 1 Msc | 2 Sbf | -
A wad | 2 Bsa | - Dsa | 3 Min | - Sca | 1
A wWN | 2 BsaA | 1 Eae | 4 Nae | - SfaN | 4
Aor 51H | 2 BsaB | 1 Eag | - Nar | 1 Sfi | -
Apa | 1 BseR | 1 Ear | 4 Nco | 1 SgrA | -
ApalL | 2 Bsg | 2 Ecl 136 |1 - Nde | - Sna | -
Asc | - Bsi | 1 Eco47 111 2 NgoM | SnaB | 1
Ase | 1 Bsi WI - Eco57 | 4 Nhe | - Spe | -
Asp700 | 1 Bsm | - EcoN | 1 Not | - Sph | 1
Asp718 2 BsmA | 3 EcoQ109 | 2 Nu | - Spl | -
AspE | - BsnB | - EcoR | 1 Nsi | 1 Srf ol -
Asp | - Bsp120 | 1 EcoR V - NspH | 2 Sse8387 | -
Ava | - Bsp1407 | 1 Ehe | 1 Pac | - Ssp | -
Ava 11 5 BspE | - Esp3 | - PaeR7 | - Stu | -
Avi | - BspH | 1 Esp | Pci | - Sty | 3
Avr 11 - BspM | - Fse | - PilIF I - Swa | -
Axy | - BspM I | - Fsp | - PfIMI 1 Tsp45 | 4
Bal | 2 BspLUL1 | - i 11 2 Plel 4 Tth11l | -
BanH | - BsrB | 1 Gsu | 3 Pre | - Xba | -
Ban I 3 BsrD | 3 Hae | 2 Pm | - Xca | 1
Ban I11 - BssH | | - Hae |1 4 Ppul0 | 1 Xho | -
Bbe 1| 1 Bst 1107 | 1 Hoa | - PpuM | 1 Xem | 1
BbrP | - BstB | - Hyi A | 4 PshA | - Xma | -
Bbs | 2 BstE |1 - Hyi E | - Psi | 1 Xm | 1
Bbu | 1 Bst X | 1 HnC Il -

Enzyne Site Use Site position (Fragnment |ength) Fragnent order

Acc | gt/ nkac 1 1( 1982) 1 1983( 34) 2

Aha 11 gr/cgyc 1 1( 69) 2 70( 1947) 1

Apa | gggcec/ ¢ 1 1( 272) 2 273( 1744) 1

Ase | at/taat 1 1( 2004) 1 2005( 12) 2

Asp700 | gaann/nnttc 1 1( 755) 2 756( 1261) 1

Bbe | ggcge/ ¢ 1 1( 69) 2 70( 1947) 1

Bou | gcatg/c 1 1( 1787) 1 1788( 229) 2

Bci V | gtatcc 6/5 1 1( 1676) 1 1677( 340) 2

Bgl | gcennnn/ ngge 1 1( 445) 2 446( 1571) 1

Bgl Il a/ gat ct 1 1( 727) 2 728( 1289) 1

BsaA | yac/ gtr 1 1( 582) 2 583( 1434) 1

BsaB | gat nn/ nnat ¢ 1 1( 1346) 1 1347( 670) 2

BseR | gaggag 10/ 8 1 1( 39) 2 40( 1977) 1

Bsi | ctcgtg -5/-1 1 1( 93) 2 94( 1923) 1

Bsp120 | g/ ggccc 1 1( 272) 2 273( 1744) 1

Bsp1407 | t/gtaca 1 1( 218) 2 219( 1798) 1

BspH | t/catga 1 1( 1945) 1 1946( 71) 2

BsrB | gagcgg -3/-3 1 1( 1077) 1 1078( 939) 2

Bst 1107 | gta/tac 1 1( 1982) 1 1983( 34) 2

Bst X | ccannnnn/ nt gg 1 1( 1295) 1 1296( 721) 2

BstZ17 | gtaltac 1 1( 1982) 1 1983( 34) 2

Crio | r/ ccggy 1 1( 863) 2 864( 1153) 1

Drd | gacnnnn/ nngt ¢ 1 1( 504) 2 505( 1512) 1

EcoN | cct nn/ nnnagg 1 1( 1617) 1 1618( 399) 2

EcoR | g/aattc 1 1( 237) 2 238( 1779) 1

Ehe | ggc/ gee 1 1( 69) 2 70( 1947) 1

Kas | g/ gcgece 1 1( 69) 2 70( 1947) 1

Nar | gg/ cgcce 1 1( 69) 2 70( 1947) 1

Nco | c/ cat gg 1 1( 1234) 1 1235( 782) 2

Nsi | atgca/t 1 1( 1789) 1 1790( 227) 2

PfIMI ccannnn/ nt gg 1 1( 1229) 1 1230( 787) 2

PpulO | a/ t gcat 1 1( 1789) 1 1790( 227) 2

PpuM | r g/ gwcey 1 1( 739) 2 740( 1277) 1

Psi | tta/taa 1 1( 1847) 1 1848( 169) 2

Pvu I1 cag/ctg 1 1( 687) 2 688( 1329) 1

Sap | gctctte 1/4 1 1( 894) 2 895( 1122) 1

Sca | agt / act 1 1( 850) 2 851( 1166) 1

SnaB | tac/gta 1 1( 582) 2 583( 1434) 1

Sph 1 gcatg/c 1 1( 1787) 1 1788( 229) 2

Xca | gta/tac 1 1( 1982) 1 1983( 34) 2

Xem | ccannnnn/ nnnntgg 1 1( 1903) 1 1904( 113) 2

Xmm | gaann/nnttc 1 1( 755) 2 756( 1261) 1

Acc65 | g/ gtacc 2 1( 548) 2 549( 388) 3 937( 1080) 1
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Awad | g/ tgcac 2 1( 90) 3 91( 1064) 1 1155( 862)

A wWN | cagnnn/ctg 2 1( 149) 3 150( 294) 2 444( 1573)

Aor51H | agc/ gct 2 1( 226) 2 227( 195) 3 422( 1595)

Apal | g/ tgcac 2 1( 90) 3 91( 1064) 1 1155( 862)

Asp718 g/ gt acc 2 1( 548) 2 549( 388) 3 937( 1080)

Bal | tgg/ cca 2 1( 929) 1 930( 678) 2 1608( 409)

Bbs | gaagac 2/6 2 1( 629) 2 630( 83) 3 713( 1304)

Bov |1 gaagac 2/6 2 1( 629) 2 630( 83) 3 713( 1304)

Bsg | gtgcag 16/14 2 1( 155) 2 156( 107) 3 263( 1754)

Bts | gcagtg 2/0 2 1( 153) 3 154( 205) 2 359( 1658)

Dra |11 cacnnn/ gt g 2 1( 93) 3 94( 1572) 1 1666( 351)

Eco47 |11 agc/gct 2 1( 226) 2 227( 195) 3 422( 1595)

EcoO109 | rg/gnccy 2 1( 271) 3 272( 468) 2 740( 1277)

ai 11 yggceg  -5/-1 2 1( 476) 3 477( 828) 1 1305( 712)

Hae | wgg/ ccw 2 1( 929) 1 930( 678) 2 1608( 409)

Kpn | ggtac/c 2 1( 548) 2 549( 388) 3 937( 1080)

Mre | tccrac 20/18 2 1( 1294) 1 1295( 587) 2 1882( 135)

Msc | tgg/ cca 2 1( 929) 1 930( 678) 2 1608( 409)

NspH | rcatg/y 2 1( 1456) 1 1457( 331) 2 1788( 229)

Pst | ctgca/ g 2 1( 146) 3 147( 1193) 1 1340( 677)

Ban 11 grgcy/ c 3 1( 272) 3 273( 97) 4 370( 948)
1318( 699) 2

Bpm | ctggag 16/14 3 1( 326) 4 327( 620) 1 947( 564)
1511( 506) 3

BsnmA | gtctc 1/5 3 1( 1774) 1 1775( 90) 3 1865( 9)
1874( 143) 2

BsrD | gcaatg 2/0 3 1( 889) 1 890( 631) 2 1521( 15)
1536( 481) 3

Dsa | c/crygg 3 1( 291) 3 292( 182) 4 474( 761)
1235( 782) 1

Gsu | ctggag 16/14 3 1( 326) 4 327( 620) 1 947( 564)
1511( 506) 3

Sty | ¢/ cwagg 3 1( 932) 1 933( 8) 4 941( 294)
1235( 782) 2

Eae | y/ ggccr 4 1( 476) 1 477( 453) 2 930( 375)
1305( 303) 5 1608( 409) 3

Ear | ctcttc 1/4 4 1( 894) 1 895( 275) 4 1170( 475)
1645( 294) 3 1939( 78) 5

Eco57 | ctgaag 16/14 4 1( 677) 1 678( 13) 5 691( 426)
1117( 646) 2 1763( 254) 4

Hae |1 rgcgcely 4 1 69) 5 70( 157) 4 227( 195)
422( 1323) 1 1745( 272) 2

Hogi A | gwgcw ¢ 4 1( 44) 5 45(  46) 4 91( 1064)
1155( 508) 2 1663( 354) 3

Plel gagtc 4/ 5 4 1( 511) 2 512( 697) 1 1209( 374)
1583( 340) 4 1923( 94) 5

SfaN | gcatc 5/9 4 1( 481) 3 482( 53) 4 535( 847)
1382( 34) 5 1416( 601) 2

Tsp45 | / gt sac 4 1( 243) 3 244( 100) 4 344( 1050)
1394( 92) 5 1486( 531) 2

Ava 11 o/ gnee 5 1( 557) 2 558( 183) 5 741( 261)
1002( 237) 4 1239( 717) 1 1956( 61)

BstY I r/ gatcy 5 1( 313) 3 314( 262) 4 576( 152)
728( 41) 6 769( 343) 2 1112( 905)

Hoh | got ga 8/7 5 1( 98) 5 99( 17) 6 116( 1015)
1131( 354) 3 1485( 416) 2 1901( 116)

152 sites found
No Sites found for the following Restriction Endonucl eases

Aat | agg/ cct BspLULLl | a/catgt Nu | tcg/ cga

Aat 11 gacgt/c BssH |1 g/ cgcgce Pac | ttaat/taa

Acl | aal/cgtt BstB | tt/cgaa PaeR7 | c/tcgag

Al 11 c/ttaag BstE |1 o/ gt nacc Pci | a/ cat gt

AL T al crygt Bsu36 | cc/ tnagg PfIF I gacn/ nngt ¢

Age | a/ ccggt Btr | cac/gtc Pre | gttt/ aaac

And | gacnnn/ nngt ¢ dal at/ cgat P | cac/gtg

Asc | gg/ cgcgcee Dra | ttt/aaa PshA | gacnn/ nngt ¢

AspE | gacnnn/ nngt ¢ Eag | ¢/ ggccg Psp1406 | aal/cgtt

Asp | gacn/ nngt c Ecl 136 Il gag/ctc Pvu | cgat/cg

Ava | c/ycgrg EcoR V gat/atc Rsr 11 cg/ gweeg
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Avi |
Avr |1
Axy |
BanH |
Ban |11
BbrP |
Bel |
Bfr |
Bin I
Blpl
Bpul102
Bsa |
Bsi WI
Bsm |
BsnB |
BspE |
BspM |
BspM 1|

tgc/ gca
c/ ctagg
cc/ t nagg
g/ gatcc
at / cgat
cac/gtg
t/gatca
c/ttaag
c/ ct agg
gc/ t nagc
gc/ t nage
gotctc
c/ gt acg
gaat gc
cgtctc
t/ccgga
acct gc
t/ccgga

1/5

1/-1
1/5

4/ 8

cgtctc 1/5

gc/ t nagc
ggccegg/ cc
tgc/ gca
gacgc 5/ 10
accnnnnnnggt
gty/rac

al agct t
gtt/aac
ccgce/ gg
c/aattg

al cgcgt
c/aattg

gcc/ ggce
ca/tatg

g/ ccggce

g/ ctagc

gc/ ggeege

Sac |
Sac |1

Sal

Sbf |

Sfi

SgrA |

Sma
Sp

sgpegy

t

53838

8

1

—_— -, —_—_——_——

87 1

1

gagct/c
ccgce/ gg

g/ tcgac
cctgcal/ gg
ggccnnnn/ nggcc
cr/ccggyg

ccc/ ggg
a/ ct agt

c/ gt acg
gccec/ gggce
cctgcal/ gg
aat/att
agg/ cct
attt/ aaat
gacn/ nngt c
t/ctaga
c/tcgag

¢/ ccggg
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