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mPK Cgamma_ORF -> Full Restriction Map

DNA sequence 2094 h.p. ATGOEEICTG ... CCTGICATGTAA

l'i near

Positions of Restriction Endonucl eases sites (unique sites underlined)

EcoN |
Eco(Q109 |
Bspl120 | Ava ||
Ban |1 PpuM |
Apa | Ple | EcoQ109 |

Sap |
Dra |11
Bsi | Ear |

Hae 11 Ava 11 Hoh |

|| | || | || ||
ATGE0GEGT CTGEE00CT GE0GEAGEOGACT CAGAAGGEEGACCOOGACOCCT GT T T TECAGAAAGGEEEORCTGAGECAGAAGGT GGTCCACGAGGTGA 100
TACOGOOCAGACCOGEGEACOROCT COBCTGAGT CT TOOOOC T GRGECT GRRGEACAAAACGTCT T TCOOO0GOGACT COGT CT TOCACCAGGT GCTCCACT

3 | | . | . . .

||
12 28 39

12 39
12 40
12
16
Tsp45 |
BsrB | A WN |
Hoh | Pst |

69 87 96
91 99
91
99
EcoQ109 |
AWl BsrD I

|| ||| | |
AGAGOCACAAGT TCACOGCTOGT TTCT TCAAGCAGOCAACCT TCTGCAGT CACTGTACCGACT TCATCTGEECCAT TAGAAAGCAGGEOCTGCAATGTCA - 200
TCTOGGTGT TCAAGT GBOGAGCAAAGAAGT TOGT OGGT TGGAAGACGT CAGT GACAT GECTGAAGT AGACCOOGT AACCT T TOGT COCGGACGT TACAGT

3 | | . . . I | | . .

Hae 11

113 144
116 147
149
AW |
Hoh | SfaN | Tsp45 | P MI

||
184 192

185
EcoQ109 |
Bspl120 |
Ban ||
Apa |
Eco(Q109 |

| | | ]
AGICTGTAGCTTTGTGGT TCACOGOOGATGOCACGAAT T TGTGACCT TCGAGT GT CCAGEOGECT CGAAAGEEOOCCCAGACCGACGACCCTCECAACAAG - 300
TCAGACATOCGAAACACCAAGT GEOECTACGGTGCT TAAACACT GGAAGCT CACAGGTOCEOGACCT TTAOOEEEEGT CTACCTACTGEEAGOGT TGI TC

3 . . .

|« | LI I
219 227 241 256
257
259

Bsg |

| | L] . L]
269
270
270
270
270
Hgi A
Apal |
A wa4

I
CACAAGT TOOGT CTGCACAGCT ACAGCAGT CCCACCT TCTGCGACCACTGTGECTOOCTCCT TTACGEECTGGT GCCACCAGEECATGAAATGI TCCTGIT - 400
GTGTTCAAGGCAGACGTGTCGATGT OGT CAGGEGT GRAAGACGCT GGT GACACCGAGGEEAGEAAAT GOCOGACCACGT GGTCOOGTACT TTACAAGGACAA

3 ] . . . .

313
Hae |1
Cfr1o |
SorA |l
Hoi Al
ApaL | Fsp |
A was | Avi | Ava |1

373
373
373

Aha ||
|

&

a

Hae |1 Aat 11 Ban 11

|1 | I I I I I
GOGAGAT GAAT GT GCACOGE0GCT GT GTGOGCAGOGT GOOCTOOCT T TCORGT GTGGACCACACAGAGOGOOGT GGACGT CTGCAACTGGAAATCOGEAC 500
OGCTCTACT TACACGT GROOGOGACACACGEOGT OBCACGEGAGGEAAACGOCACACCTGGT GT GT CTOBOGEECACCT GCAGACGT TGACCT TTAGGOO0G

L] | | | I L] | L] L] L] | L]
412 428 456
412 428
412

415
416

419

I I
467 476 497

471
476
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xcm |
Mre | BstY | Ava |1 Hae | BsaA | Eco57 |

I || I I I |
TOCTACGTOCGAT GAGATCCATAT TACT GI TGEOGAGEOOCEEAACCT CAT TACTAT GGACOCCAATGRCCTGTCTGATCOCTACGTGAAACTGAACCTG - 600
AGGATCCAGCCTACTCTAGGTATAATGACAACCECTOOEEECCT TAGAGT AAGGATACCT GEEGT TACOCGACAGACTACGATACACT TTGACT TCGAC

| | | e I
507 515 558 567 583 592
519
Bov |1 BsmA |
Ava || Bbs | Bsa | Eco57 |

I I I I
ATOCOCCACCCTCGEAACCT GACAAAACAGAAGACAAAGACCGT GAAAGOCACACT GAAT COCGT GTGEAACGAGACCT TOGTGT TCAACCTGAAGCCAG - 700
TAGEECCTCEARCCTTEACTGITTTGICT TCTGI TTCTGACACT TTCEGTGT GACT TAGEECACACCT TACTCTGEAACCACAAGT TAGACT TORGTC

|
606 630 673 691

630 673
NgoM |
Nae |
ario
Hae |1 BsmA |

| | I
GEGATGTAGAGCEOOEECTCAGT GT GGAGGT GTGEEAT TEEGATACCACATOOOGAAAT GACT TCATGEGTGOCATGT CCT TTGGTGTCTCAGAGCTACT - 800
COCTACATCT CEO0EEC0GAGT CACACCTOCACACOCT AACCCTATOCT GTAGEECT TTACTGAAGT ACCCACGGT ACACGAAACCACAGAGT CTCGATGA

L |
710 787

713
713
713
i |l
Eae | Gsu |
cfrio | Bpm |
EcoQ109 | BseR | Ssp | Age | SfaN | Pst | BseR |

I I I I I I I ||
CAAGGOOOCT GTGEATGGATGGTACAAGT TACT GAACCAGGAGGAGGEOGAAT AT TACAAT GTACCOGGT GROOGATGCTGACAACTGCAGOCTCCTACAG - 900
GT TOOGEGGACACCT ACCTACCAT GT TCAATGACT TGGTOCTOCTOOOGCT TATAATGT TACAT GBOCACOGAECTACGACT GT TGACGT CGGAGGAGGTC

L] L] L] L] | . L] | L] | L] L] L]

| | |
803 841 851 864 874 885 892

864 895
869 895
869
Ear |
EcoQ109 |
Stu | Bsp120 |
Hae | Ban ||
Aat | Sty | Apa | Ple l

| | | |
AAGT TTGAGECCTGCAAT TACCCCT TGGAAT TGTATGAGAGAGT GOGGAT GEECCCCTCT TOCTCOOOCAT GOCT TCTOCATCOOCCAGICCTACGEACT - 1000
TTCAAACTOOGGEACGT TAATGEEGAACCT TAACATACT CTCTCACGCCT ACCOCEECAGAAGCAGEEEGT ACGCEAAGAGGTAGEEEGT CACGGATGOCTCGA

| 3 . . . . | | . . . .

908 923 951 997
908 951
908 951
951
957
Hia |
SfaN | Aha |1 Eco57 |

I I I
CCAAGCGATGCT TCT TTGGTGOCAGOOCAGCACCSCCTGCATATCTCTGACT TCAGCT TCCTCATGGT TCTAGGGAAACGECAGT GEGAAGGTAATCCT 1100
GGT TAECTACGAAGAAACCACGEGET OCEGETOCT GOCGACGT ATAGAGACT GAAGT CGAAGGAGT ACCAAGATOCCT TTOOGTCAAAACCCT TOCAT TACGA

L] L] L] L] | L] L] L] L]
1007 1031 1050
1031
Drd |
Aha 11 Bsg |
Mre | Eco57 |  Aat |1 Acc |

I I | | |
GGECAGAGOCECAGAGCCTOOGACGAACT CTATGCCATCAAGATACT GAAGAAAGACGT CATOGT CCAGGAT GACCGATGTAGACTGCACCCTCGTAGAGAAG . 1200
COGTCTOAOGT CTOCGAGSCTCCT TGAGATACGGTAGT TCTATGACT TCT TTCTGCAGT AGCAGGT CCTACTGCTACATCT GACGTGEGAGCATCTCTTC
L] | L] . L] . | L] L] | L] | . L]

1117 1144 1153 1177
1153 1182
1153
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NgoM |
Gsu | i 1l Ava ||
Bpm | Eae | Rsr 11
Ava |1 Nae | BspM 1|
PpuM | Fse | BspE |
EcoOl09 | Cr10 | Ple |

1| ]| [ 11l
OGTGTOCTGRCAT TGRGAGROOGAGGT CCT GEAGBOOGGOCACACT TTCTCACGCAGCT TCACTOCACCT TTCAGACTGOGGACOGCCTGTATTTTGTGA - 1300

GCACAGCGACOGT AACCCTOOEECTOCAGEACCT COBEC0EGET GTGAAAGAGT GOGTOGAAGT GAGGT GEAAAGT CTGAGECCTGEOGEACATAAAACACT

. A N LR
1224 1235 1275
1224 1234 1278
1225 1235 1278
1229 1237 1280
1229 1237 1281
1235
Stu |
A WN | Hae |
Tsp45 | PfIMI Bsm | Aat |

] | |
TGGAGTATGT CACTGEEEE0GAT TTAAT GTACCACATCCAGCAACT GARCAAGT TTAAGGAGOCCT CATGCAGCAT TCTACCCTGOCGAAATCECCATAGG 1400
ACCTCATACAGTGACCCOCGCTAAAT TACATGGT GTAGGTGGT TGACCOGT TCAAAT TOCTOCSGAGT ACGTOGTAAGAT GOGACCCCT TTAGOSGTATCC

|«
1309 1338 1372 1398
1339 1398
1398
Ava |1
PpuM | Mre | SfaN |
Ear | SfaN | EcoQ109 | SfaN | Eco57 | NspH |

| I | I I || I
CCTCTTCTTOCT TCACAACCAGEECATCATCTACAGEGACCTCAAGT TAGATAATGT GATGCT GGATGCT GAAGGACACATCAAGATCACAGACTTTGEC - 1500
GCAGAAGAAGEAAGT GT TGGTOOOGTAGT AGATGT COCTGGAGT TCAACCT AT TACACTACGACCTACGACT TOCTGTGTAGT TCTAGT GTCTGAAACCG

| L] . | . | | L] | . | . | L] L] . | L]
1402 1424 1436 1458 1469 1499
1436 1446 1465

1437
Bbv ||
Bbs |
xXmm |
Asp700 | Ava || BsrD |

| I |
ATGT GTAAAGAGAATGT CT TOCCTGEGT CACAACCOCCACCT TCTGT GBCACCOCAGACT ACATAGCACCT GAGATCATTGOCTATCAGCOCTACCEEA 1600
TACACATTTCTCT TACAGAACCSGACOCAGGT GT TAEEOGT CGGAAGACACCGT GAEGT CTGATGTATOGT GGACT CTAGT AACGEAT AGT OCEGATACCCT

L] | | L] I L] L] L] L] L] L] L] L]
1512 1526 1578
1512
1516
1516
AspE |
Ahd |
Sal | Ava ||
HnC 11 PpuM | BseR |
Acc | EcoQ109 | BseR |
|| || | |
AGICTGTCGACTGGTGGTCTTT TEEEGT CCTCGCTGTATGAGATGT TABCAGGACAGOCACCCT TTGATCEEAAGATGAGGAGGAGT TGTTTCAAGCCAT - 1700
TCAGACAGCTGACCACCAGAAAACCOCAGGACGACATACT CTACAACCGT CCTGI CGGT GEEAAACTACCCCT TCTACTCCTCCTCAACAAAGT TGSGTA
| L] . . L] . . L] | L] | . L]
1606 1625 1678
1606 1625 1681
1606 1626
1609
1609
Xma | Msc |
Sma Hae |
Hoh | Ava | Eae |
Tsp45 | Tsp45 | Bal | Ban 11

i | | I I
CATGGAACAAACTGTCACCTATCOCAAGT CACT T TOOOGEECAACCT GTGEOCATCT GCAAAGEGT TOCT GACCAAGCACOCAGGAAAACCCCTGEACTCA 1800
GIACCTTGI TTGACAGT GGATAGEGT TCAGT GAAAGEECCCT TOGACACOGGT AGACGT TTOOCAAGGACT GGT TAGTGAGTOCT T T TAOCGACOCGAGT

| . | - I | - I
1714 1728 1748 1794
1715 1736 1748
1736 1748

1736 1748
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Ban 11

da |l

Ban |11
Mre |

BsmA |

11/16/00 3:01:01 PM Page 4

Btr |
Tth111 |
PiLF |

Asp |

I I I I I |
GBGOCAGATGECGAACCCACCATCOGEECT CATGRCT TT T TOOGT TGGATCGAT TGRGAGAGST TGGAGAGACTGEAAATTGCACCTCCTTTCAGACCAC 1900
(QO0GGTCTACCOCT TGEGT GGTAGBOO0GAGT ACOGAAAAAGECAACCT AGCTAACCCT CTOCAACCTCTCTGACCT TTAACGT GGAGGAAAGTCTGGTG

I L]
1826

Bts |
Bal |
i 1l
Eae |

1844

1849
1849

Hae 11

1869

1895

1895

1895
1898

SfaN |

| | | I |
GTCOGT GTGE0CECAGTGEOGAAAACT TTGACAAGT TCT TCACCOEEECAGOCECCAGCACT GACOCOBCCAGACCGECT TAGT TCTAGCCAGCATCGACCA 2000
CAGCCACACCEE0GT CACOCT TTTGAAACT GT TCAAGAAGT GOE00CGT OB0EGETOGT GACT GEEE0CGT CTGEOEAACCAAGAT CAGT CGTAGCT GGT

|1 . .
1908

1908
1910
1913

Hgi A |
Apal |
Awad |

|
1950

SfaN |

1991

| |
AGCTGATTTOCAGEECT TTACT TATGT GAACOCGEEACT TOGT GCACOCAGATGOCOGECAGCOOCACAAGCCCTGT GOOOGT QCCTGTCATGTAA - 2094
TOGACTAAAGGTCOOGAAATGAATACACT TEGEEOCTGAAGCACGT G3GTCT ACCEECGT CEAEGT GT TAGEGACACEEECACGGACAGTACAT T

3 . .

2041 2050

2041

2041

Restriction Endonucl eases site usage

Aat | 2 Bbv |1 2 BstY | 1 HnD |11 - Psp1406 |
Aat 11 2 Bci V | - Bst 717 | - Hoa | - Pst |
Acc65 | - Bel | - Bsu36 | - Hoh | 4 Pvu | -
Acc | 2 Bfr | - Btr | 1 Kas | - Pvu 11 -
Acl 1 - Bgl | 1 Bts | 1 Kpn | - Rsr |1 1
Al 11 - Bgl Il - crio | 4 Ksp | - Sac | -
AL 1T - Blin I - dal 1 Me | Sac 11 -
Age | 1 Blp I - Dra | - Mu I - Sal | 1
Aha 11 3 Bpm | 2 Dra |11 1 Mre | 5 Sap | 1
Ahd | 1 Bpul102 | - Drd | 1 Msc | 1 Sbf | -
A wad | 3 Bsa | 1 Dsa | 1 Min | - Sca | -
A wWN | 4 BsaA | 1 Eae | 4 Nae | 2 SfaN | 8
Aor 51H | - BsaB | - Eag | - Nar | - Sfi | -
Apa | 3 BseR | 4 Ear | 3 Nco | - SgrA | 1
ApalL | 3 Bsg | 2 Ecl 136 |1 - Nde | - Sna | 1
Asc | - Bsi | 1 Eco47 111 - NgoM | 2 SnaB | -
Ase | - Bsi WI - Eco57 | 5 Nhe | - Spe | -
Asp700 | 1 Bsm | 1 EcoN | 1 Not | Sph 1 -
Asp718 - BsmA | 3 EcoO109 | 10 Nu | Spl | -
AspE | 1 BsnB | - EcoR | - Nsi | - Srf ol -
Asp | 1 Bsp120 | 3 EcoR V - NspH | 1 Sse8387 | -
Ava | 1 Bsp1407 | - Ehe | - Pac | - Ssp | 1
Ava 11 10 BspE | 1 Esp3 | - PaeR7 | - Stu | 2
Avi | 1 BspH | - Esp | - Pci | - Sty | 1
Avr 11 - BspM | - Fse | 1 PflF I 1 Swa | -
Axy | - BspM I | 1 Fsp | 1 PfIMI 2 Tsp45 | 5
Bal | 1 BspLUL1 | - i 11 3 Plel 3 Tth11l | 1
BarH | - BsrB | 1 Gsu | 2 Pre | - Xba | -
Ban I 6 BsrD | 2 Hae | 4 Pm | - Xca | -
Ban I11 1 BssH | | - Hae |1 6 Ppul0 | - Xho | -
Bbe 1| - Bst 1107 | - Hoa | 1 PpuM | 4 Xem | 1
BbrP | - BstB | Hyi A | 3 PshA | - Xma | 1
Bbs | 2 BstE |1 Hyi E |1 - Psi | - Xm | 1
Bbu | - Bst X | - HnC I 1
Enzyne Site Use Site position (Fragnment |ength) Fragnment order



mPK Cgamma_ORF -> Full Restriction Map

Age |
Ahd |
Asp700
AspE |
Asp |
Ava
Av
Bal
Ban
Bg
Bsa
BsaA |
Bsi |
Bsm |
BspE |
BspM I |
BsrB |
BstY I
Btr |
Bts |
dal
Dra |11
Drd
Dsa |
EcoN |
Fse |
Fsp |
Hya |
HnC I
Msc
NspH |
PFIF I
Rsr |1
Sal |

ApaL |
BsmA |

Bsp120

a/ ccggt
gacnnn/ nngt ¢
gaann/ nnttc
gacnnn/ nngt ¢
gacn/ nngt c
c/ycgrg

tgc/ gca

tgg/ cca

at / cgat
gcennnn/ ngge
gotctc 1/5
yac/ gtr

ctegtg -5/-1
gaat gc 1/-1
t/ccgga
t/ccgga

gagcgg -3/-3
r/ gatcy
cac/gtc

gcagtg 2/0
at / cgat
cacnnn/gtg
gacnnnn/ nngt ¢

c/ crygg
cct nn/ nnnagg

ggccegg/ cc
tgc/ gca

gacgc 5/ 10
gty/rac

tgg/ cca
rcatg/y

gacn/ nngtc
cg/ gwneeg

g/ tcgac
gctctte 1/4
cr/ccggyg
ccc/ ggg
aat/att

c/ cwngg
gacn/ nngt c

ccannnnn/ nnnnt gg

¢/ ccggg
gaann/nnttc

agg/ cct
gacgt/c

gt/ nkac

gaagac 2/ 6
gaagac 2/6
ctggag 16/ 14
gtgcag 16/ 14
gcaatg 2/0
ctggag 16/ 14
gcce/ ggce

g/ ccggce
ccannnn/ nt gg
ctgca/ g

agg/ cct

gr/cgyc
g/ tgcac
gggcec/ ¢
g/ tgcac
gtctc 1/5
g/ ggccce
ctcttc 1/ 4
yggceg  -5/-1
gwgcw ¢

W W W W W W W W W NNNNNNNNNNNNNNONNNONNN RPRRPRRPRRRPRRPRPRRPRPRRPRPRRPRPRRPRPRRPRRPRRPRREPRPRRPRRPRRRERRREPRREPRREPRRERRRERRRE

863)
1608)
1511)
1608)
1894)
1735)

427)
1747)
1848)
1909)

672)

582)

90)
1371)
1277)
1277)

115)

514)
1897)
1912)
1848)

90)
1152)

470)

1233)
427)
1030)
1605)
1747)
1498)
1894)
1279)
1605)
98)
414)
1735)
850)
922)
1894)
518)
1735)
1511)

907)
475)
1176)
629)
629)
894)
312)
191)
894)
712)
712)
255)
143)
907)

475)
942)
372)
54)
11)
1144)
372)
54)
672)
226)
11)
1144)

693)
868)
187)
372)

NARNARRAWNWNRBRWNRW RPOWNNRPWWRNNRWR, RPRNRPNNRNNRRRRRRNNRNNRNRRRNNRRRNNNRRRNRRRRRN

864(
1609(
1512(
1609(
1895(
1736(

428(
1748(
1849(
1910(

673(

583(

91(
1372(
1278(
1278(

116(

515(
1898(
1913(
1849(

91(
1153(

471(

1234(
428(
1031(
1606(
1748(
1499(
1895(
1280(
1606(
99(
415(
1736(
851(
923(
1895(
519(
1736(
1512(

908(
476(
1177(
630(
630(
895(
313(
192(
895(
713(
713(
256(
144(
908(

476(
373(
12(
373(
673(
12(
99(
869(
373(

1231)
486)
583)
486)
200)
359)

1667)
347)
246)
185)

1422)

1512)

2004)
723)
817)
817)

1979)

1580)
197)
182)
246)

2004)
942)

1624)

2079)
861)

1667)

1064)
489)
347)
596)
200)
815)
489)

1996)

1680)
359)

1244)

1172)
200)

1576)
359)
583)

490)
677)
429)
886)
886)
334)
869)
1386)
334)
522)
522)
1082)
741)
490)

555)
39)
258)
39)
114)
258)
858)
368)
39)

R w = w £ £ w £ N WNFRPWWWEFENWRPFPWNW NNENERPERPNERPENNNNNNNERPERENERPRPNENNNERERNNNDNERPRERPNNDNENNNNNE

1398(
1153(
1606(
1516(
1516(
1229(
1182(
1578(
1229(
1235(
1235(
1338(

885(
1398(

1031(
412(
270(
412(
787(
270(
957(

1237(
412(

697)
942)
489)
579)
579)
866)
913)
517)
866)
860)
860)
757)
1210)
697)

122)
1629)
681)
1629)
1082)
681)
445)
671)
1629)
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Ple |

A wWN |
BseR |
cfr1o |
Eae |
Hae |
Hoh |
PpuM |

Eco57 |
Mre |
Tsp45 |

Ban 11

Hae 11

SfaN |

Ava 11

Eco(Q109 |

gagtc 4/ 5

cagnnn/ctg
gaggag 10/8
r/ ccggy
y/ ggccr
wgg/ ccw
ggtga
rg/ gwccy

8/7

ctgaag 16/ 14

tccrac 20/ 18

/ gt sac

grogcy/ c

rgcgcly
gcatc 5/9

g/ gwce

rg/ gnccy

184 sites found

No Sites found for the following Restriction Endonucl eases

Acc65 |
Acl |
Afl I
AL T
Aor 51H |
Asc |
Ase |
Asp718
Avr |1
Axy |
BanH |
Bbe |
BbrP |
Bbu |
BciV I
Bel |
Bfr |
Bgl Il
Bin I
Blp I
Bpul1102 |
BsaB |
Bsi WI
BsnB |
Bsp1407 |

g/ gtacc
aalcgtt
c/ttaag
al/ crygt
agc/ gct
go/ cgcgcee
at/t aat

g/ gt acc
c/ ctagg
cc/ t nagg
g/ gatcc
ggcgce/ ¢
cac/gtg
gcatg/c
gtatcc
t/gatca
c/ttaag
a/ gat ct

c/ ctagg
gc/ t nagc
gc/ t nagc
gat nn/ nnat ¢
c/ gtacg
cgtctc
t/gtaca

6/ 5

1/5

2041(
3 1(
1275(

1(

257(

1(

1678(
1

864(

1(

1748(
1

1398(
(
219(
1(
1436(

R . T -

ol

1(
1050(
5 1(

1446(
5 1(
1309(

6 1(
497(
1826(
6 1(
419(
1950(

8 1(
1007(

1465(

10 1(
456(
1225(
1526(
1(
185(
803(
1436(

10

Bst 1107 |
BstB |
BstE |1
Bst X |
Bst Z17 |
Bsu36 |
Dra |

Eag |

Ecl 136 I
Eco47 111
EcoR |
EcoR V
Ehe |

NWh N WN N NPhWNON PORPRWROPFRPWNUORPEPW®W N W

gta/tac
tt/cgaa

g/ gt nacc
ccannnnn/ nt gg
gta/tac
cc/ tnagg
ttt/aaa
¢/ ggccg
gag/ctc
agc/ gct
g/ aattc
gat/atc
ggc/ gcc
cgtctc
gc/ t nagc
accnnnnnnggt
al agct t
gtt/aac

g/ gcgcec
ggtac/c
ccgce/ gg
c/aattg

al cgcgt
c/laattg

ga/ cgcc

1/5

28(

147(
1339(
841(
1681(
416(
1235(
869(
1908(
567(
1748(
96(
1715(
39( 1
1625(

592(
1144(
507(
1844(
149(
1714(

12(
951(

69(
467(

227(
1424(
1991(

40(
558(
1281(
1626(
12(
269(
951(
1625(

Nu
Nsi
Pac
Pae
Pci
Prre
P

Ppu

969) 1

37)
756)

51)
414)
297)
860)
368)
187)
341)
347)

17)
380)
185)
470)

99)
325)
610)

19)

92)

14)

258)
843)

190)
243)

N W [l [exNé Nl i ~Né] NENORORWRDRWEANO

647)
34)
59)

(o) el

47) 10
48) 9
156) 4
469) 2
27) 9

1)11
273) 3
470) 2

|
|
|
R7 1
|
|
|
10 |

PshA |

Psi

Psp
Pvu
Pvu
Sac

Sse
Swa

|
1406 |
|

8387 |
|

997(

184(
892(
713(
1237(
908(
113(
1224(

691(
1469(
1117(
1863(

241( 1
1728(

270(
1794(

259(
710( 1

874(
1458(
2050(

87(
606(
1437(

39(
270(
1224(

tcg/ cga
atgca/t
ttaat/taa
c/tcgag
al cat gt
gttt/ aaac
cac/gtg
a/tgcat
gacnn/ nngt ¢
tta/taa
aalcgtt
cgat/cg
cag/ctg
gagct/c
ccgce/ gg
cctgcal/ gg
agt/ act
ggccnnnn/ ng
tac/gta
a/ ct agt
gcatg/c
c/ gt acg
gccec/ gggce
cctgcal/ gg
attt/aaat

278)

73)
786)
151)
511)
490)
106)
212)
359)
626)
329)
232)
068)
367)

227)
32)

160)
240)

133)
7)
45)

369)
619)
89)

146)

533)
212)

gcc
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mPK Cgamma_ORF -> Full Restriction Map

BspH | t/catga Nco | c/ cat gg Xba |
BspM | acct gc 4/ 8 Nde | ca/tatg Xca |
BspLULLl | a/catgt Nhe | g/ ct agc Xho |

BssH 11 g/ cgcgce Not | gc/ ggeege

t/ctaga
gta/tac
c/tcgag
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