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mPK Ceta_ ORF -> Full Restriction Map
DNA sequence 2052 h.p. ATGTCGTOOAXC ... TTQCAACTGTAG | near

Positions of Restriction Endonucl eases sites (unique sites underlined)

SfaN | Ear |
Ava || Pst I  PfIMI Ava || Sap |

| I I I I N
ATGT CGT COCECACGATGAAGT TCAATGECTATCT GAGGEGET COBCAT CEGAGAGECT GTAGEECTGCAGCOCACOCGECTGGTCOCTAOEACACTCACTCT - 100
TACAGCAGEOCGTGCTACT TCAAGT TACCGATAGACT CCCAGEOGT ACCCT CTCOGACAT COO0GACGT OCEGT GEE0GACCAGEGACEOOGT GAGCGAGA

[ ] [ ] L] |. I [ ] L] L] | [ ] I| ]
39 64 71 80 96
44 97
Pvu |1
A WN | Mu I Bbv I
PfIMI Ava |1 Hoh | Acc | Al 1L Bbs |

| I I | | |
TCAAAAAGGEOCACCAGCTACTGGACOOCT ACCT GACGGT GAGOGT AGACCAGGTACGUGT GBGROCAGACCAGCACAAAGCAGAAGACCAACAAACCCAC - 200
AGTTTT TOOOGGT GGT OGACGACCT GBGGAT GEACT GOCACT CRCAT CTGGT CCATGOBCACOOGGT CTGGTOGT GT TTOGTCT TCTGGT TGT TTGAGTG

L] | . | . | L] | . | . L] L] | . L]
114 123 138 145 156 183
115 156 183
115
Hya |
Aha |1 Msc |
Esp3 | Hae |
Gsu | Bsi | Eae |
Hoh | i 1l Nhe | Bbv I nB | Dra Il
BseR | Tsp45 | Eae | Bpml Bbs | BsmA | PfIMI Bal | Bsg |

| || I I | I | 1| | I I
CTACAACGAGGAGT TCTGOBOCAAT GT CACOGACBEOBGOCACCT GGAGCT AGOOGT CTTACACGAGACGOOOCTGBGT TATGACCACTTTGTGBOCAAC - 300

CGATGI TGCTCCTCAAGACEOEGET TACAGT GECT GO0EC0EGET GRACCT CGATCEECAGAAGGT CCTCTGOEEEGACOCAATACT GGTGAAACACCGI TG

| o . [| | | [ N . [
208 226 237 244 256 265 285 293 300
227 237 249 256 265 286
244 262 293
265 293
267 293
267
Bsu36 |
Kpn | Gsu |
Fsp | Asp718 Bpm |
Pst | A WN | Avi | Acc65 | BstY | Axy |

I I I | | I
TGCACGCTCCAGT TOCAGGAGCT GT TGOBCACGECT GGTACCT OBGACACCT TOGAGBGCT GBGT GGAT CTGEAGOCTGAGCGGAAAGTGT TTGTGGTAA - 400
ACGTGOGACGT CAAGGT OCT OGACAACGOGT GOOGACCAT GEAGOCT GTGGAAGCT CO0GACOCACCT AGACCT OBGACTCOOCT T TCACAAACACCATT

| | | I
307 316 326 337 366 376

326 337 370
337 370
376
SfaN | Ple l
Gu | BsnA | Bbv |1
Eco57 | Bpm| Bsa | Hae 11 Bbs |

| | | | I I I
TAACOCTAACAGEGAGT TTCACTGAAGOCACTCTOCAGAGAGACOGECATCT TCAAGCAT TT TACCAGGAAGOGOCAAAGGECTATGOGAAGACGAGTCCA 500
ATTGOGATTGTOOCTCAAAGT GACT TOGGT GAGAGGT CTCTCTGROGT AGAAGT TOGTAAAAT GGTCOCT TOBOGGT T TOOOGATACGCT TCTGCTCAGGT
. L] | . | L] . | . | L] | .

I
422 433 440 470 488

433 440 488
446 494
Bs |
Mec |
Hae |
Eae | Bsu36 |
Bal | Axy | BsrD |

| | | |
TCAAGT GAACCGACATAAGT TCATGEOCACGT ACCTGAGECAGCCCACCTACTGCTCTCAT TAOCGAGAGT TCATCTGEEGAGTATTTAEGAAACAGSGT 600
AGTTCACTTGOCTGTATTCAAGT ACCGGT GCATGEACT COGT O3EGT GRAT GACGAGAGT AACGECTCTCAAGTAGACCOCTCATAAACCCT TTGTCCCA

3 ] | . . . . . 3 . .

524 534 559
524 534

524

524

528



mPK Ceta_ ORF -> Full Restriction Map 11/16/00 2:59:31 PM Page 2

BspM |
Hoi A |
ApaL | Hga |
A wds | Bsg | Ssp | SfaN |

|1 | | I I
TATCAATGOCAAGT GT GCACCT GOGT CGT CCATAAACCCTGOCATCATCTAAT TGT TACAGOCTGCACT TGCCAAAACAATAT TAACAAAGT GCATGCCA
ATAGT TACGGT TCACACGT GGACGCACCAGGT AT TTGOGACSGT AGT AGAT TAACAATGT CCGACGTGAACGGT TTTGT TATAATTGI TTCACCTACGGT

L] | I L] | L] L] . L] L] L] L] | L]

615 663 679 694

615 623

615

619

Psp1406 |
SfaN | Acl | Tsp45 |
I I I
AGATTGCAGAACAGOGEGT TTARCATCAACATCOOCACACAAGT TCAACGT TCACAAT TACAAGGTGOCCACGT TCTGTGACCACTGTACTCCCTACTCTG
TCTAACGTCTTGTOROCAAACOGTAGT TGTAGEGTGTGT TCAAGT TRCAAGTGT TAATGT TOCACGEGET GCAAGACACT GGTGACACCGACSGACGAGAC
L] L] L] L] | L] L] L] L] L] L]
722 745 776
745
Bsm |

Eco57 | Bsp1407 | Hoh | Dsa |

I I | | I
GOCGATAATGOCACAAGCGACT TCAGTGTAAAATATGT AAGATGAATGTACATAT TCGEGT GTCAGEOGAACGT GBOOOCAAACT GOGBEEGT GAATAOCGTG
COCCTATTACCCTGI TCCTGAAGT CACATTTTATACATTCTACT TACATGT AT AAGOCACAGT COGCT TACACCEEEGET TTGACGCOOCACT TACGECAC

L] L] L] L] L] L] | L] | I L]
820 846 888 896
891
Mre | Ssp | Sal
BsmA | Xm | HnCll
Bst X | Bsa | Asp700 | M | Acc

| ]| | | | |
GAGCT TGAOCAAGACOCTGRCAGGEATAEGT CTOCAACCOEGAAATAT T TCTOCAACCT OGAAACT CAT TTOCAGGT CGACACT AAGACGEECAGGEAAAGG
CTOGAACGGT TCTGRGACOGT OOCTACCCAGAGGT TGRGOCT TTATAAAGAGGT TGGAGCT T TGAGT AAAGGT CCAGCT GTGAT TCTGOOGTOOCT TTCC

L] . | | . | L] | | . . L] | L] . L]
908 928 941 951 975
929 941 975
932 943 975
Ear |
Hpa |
Ban I HnC Il SfaN |

| | I I
AGEECTCCAAAGAAGGAAATCECGATOCGT GT TAACTCT TCCAGCAGAT TCGECAT CGACAACT TTGAGT TCATOOCEGTGT TAEEEAAGEACCT TASG
TOOCGAGGT TTCTTOCTTTACCCTAGOCACAAT TGAGAAGGT OGT CTAAGCOGT AGCTGT TGAAACT CAAGT AGECOCACAACCCCT TCOCCTCGAARCC

3 . . . . . .

|
1002 1030 1052

1030
1035
Hoi A |
SfaN | Apal |
Hoh | BsnA | Eco57 | Pst | A wad |

I | | I
GAAGGT GATCCT TAOCAGEATAAAGCCAGACACGAGAACT GTACEOOGT GAAGGT GCTGAAGAAGCGACGT GAT TCTGCACGATGAT GATGTAGAGT GCACC
CTTOCACTACGAACGGTCCTATTTCCTCTGI CCTCT TGACATGOGEECACT TOCACGACT TCT TOCTGCACTAAGACGT CCTACTACTACATCTCACGTGG

| | 3 ] . . . . . 3 . .

I
1104 1126 1156 1174 1194

1107 1194
1194
BstY | Gsu |
BanH | Ear | Bpm |
Ear | Sty | Hh | Sap | Plel

| I | ||
ATGACTGAGAAGAGEATCCTGT CCT TEECTORCAACCACCOCT TACTCACCCACGCTCT TCTGCTACT TTCAGACTCCAGACCGT CTGI TCTTTGTCATGG
TACTGACTCT TCTCCTAGGACAGGAACCGAGCGT TGGT GAGAAGCCAGT GEGT CCGAGAACGACCACCAAAGT CTGAGGT CTGECAGACAAGAAACAGTACC

| L] L] | . L] | . | | L] L] L] . L]
1209 1223 1247 1254 1272
1214 1255 1274
1214 1274
Sac |1
Ksp |

Hoi A | Fsa | Bsg |

AGITTGT GAACCGAGECGACCT GATGI TCCACATCCAAAAGT CCOGT OGT TTOGATGAAGCCOGT GCTCOGT TTCTACGOOCCGEEAGATCAT TTCTGCACT
TCAAACACT TGOCTOOGCTGEACTACAAGGT GTAGGT TTTCAGSECAGCAAAGCTACT TCEEECACGACCAAAGAT GOBEOECCT CTAGTAAAGACGT A

3 ] . . . . 3 . .

I
1364 1379 1394

700

800

900

1000

1100

1200

1300

1400



mPK Ceta_ ORF -> Full Restriction Map 11/16/00 2:59:31 PM Page 3

cdi 11
BsmA | Ava || Tsp45 | Eae |

| I | I
CATGT TCCTACATGAGAAAGGTATCATCTATAGAGACT TGAAACTGCACAATGTGCTAT TGGACCACGAAGGTCACTGTAAACTGEOCGAT TTTGEAATG - 1500
GIACAAGGATGTACTCTTTCCATAGTAGATATCTCTGAACT TTGACCT GT TACACGATAACCT GGTGCT TOCAGT GACAT TTGACCGECTAAAACCTTAC

1433 1461 1472 1484
1484
Hoh | Pst |
Tsp45 | Eco57 | BspM |
BstE || Hgi E 11 BsrD I BstY I SfaN | Ava I 1

| | | I | |1 ]
TCCAAGGAGECEGAT TTGT AAT GEGGT CACCACAGOCACCT TCTGOBGTACACCT GACTACAT TGOOOCAGAGATCCT TCAGGAGATGCTGTATGGACCTG - 1600
ACGT TOCTCOOOCTAAACAT TACCOCAGT GGT GTOGGT GRAAGACGOCAT GT GGACT GATGT AACGEGGT CTCTAGGAAGT OCTCTACGACATACCTGEAC

L] L] | | | L] | L] (] | L] L] | . | | L]
1524 1537 1560 1571 1584 1594
1525 1576 1596
1526 1598
Sty |
Nco |
Acc | Dsa | SfaN | NspH | EcoN | Hae |

I | I | | |
CAGTAGACTGGTGEECCATCEE0GTGI TACT T TATGAGATGCT GTGOCGACAT GOCOCCT TTGAGECTGAAAATGAAGATGACCT TTTTGAGECCATACT - 1700
GTCATCTGACCACOOGGET ACOCGECACAACGAAAT ACT CTACGACACEOCT GTACCCEECAAACTCOGACT TTTACT TCTACTGGAAAAACTOOGGTATCGA

| L] | L] . | L] | L] L] L] . L]
1603 1616 1638 1650 1683 1691
1616
1616
BstY I Bst X | Ple |
Acc | SfaN | BanH | BspH | xXcm | EcoN |

| I I || | |
GAATGATGAAGT GGT CTACOOCACCTGECTCCAT GAAGATGOCAGAGGEEATOCTCAAGT CT T TCAT GACCAAGAACCCCACCATAOCT TGEECAGCCTG - 1800
CTTACTACT TCAGCAGATGEEGTGGACCEAGGTACT TCTACGGT CTCCCTACGAGT TCAGAAAGTACTGGT TCT TGEAGT GGTACCOGAACCOGT CEEAC

L] I L] L] I L] I . L] | L] I .l L] | I
1714 1738 1748 1763 1778 1797
1748 1781 1800
Bsp120 |
BsrmA | Ban 11
BseR | BstY I Apa | Mre |

| I | |
ACTCACEGAGGAGAGCATGAGATCCTGAGACACCCT TTCT TTAAGGAAAT CGACT GEEOCCAGT TGAACCATOBOCAGT TAGAGOOCCT TTACGACCTA - 1900
TGAGTOCCTCCTCTOGTACTCTAGGACTCTGT GEGAAAGAAAT TCCT T TAGCT GACCOGEGT CAACT TAGTAGOGGT CAATCTOCE0CCAAAGECTCCEAT

| L] I | . L] . . L] L] . L]
1808 1820 1856 1892
1827 1856
1856
Ban I
Sap |
Ava | Psi | Ear |

| ||
GAATCAAATCOOGAGAAGATGT CAGCAAT T TTGACCCAGACT TTATAAAAGAAGAGOCCGTCT TAACTCOGAT TGATGAGCSGACATCTTCCTATGATTAA - 2000
CTTAGI TTAGECTCTTCTACAGTCGT TAAAACT GEGTCTGAAATAT TTTCT TCTCGEECAGAAT TGAGGCTAACTACTOCCTGTAGAAGCGATACTAAT T

I
1910 1943 1951

1951
1954
Xm | Hoh |
Asp700 | Tsp45 |

| ||
CCAGGATGAGT TTAGAAACTTTTCCTATGT GTCACOCGAATTACAACTGTAG 2052
GGTCCTACTCAAATCT TTGAAAAGGATACACAGTGCCTTAACGT TGACATC

2015 2031
2015 2032

Restriction Endonucl eases site usage

Aat | - Bbv I 3 BstY | 5 HnD Il - Psp1406 | 1
Aat |1 - Bci V | - Bst 717 | - Hoa | 1 Pst | 4
Acc65 | 1 Bel | - Bsu36 | 2 Hoh | 7 Pvu | -
Acc | 4 Bfr | - Btr | - Kas | - Pvu Il 1
Acl | 1 Bgl | - Bts | - Kpn | 1 Rsr |11 -
Al 11 - Bgl Il - crio | - Ksp | 1 Sac | -
Al 111 1 Bin I - dal - Me | - Sac |1 1
Age | - Blp I - Dra | - Mu I 1 Sal | 1
Aha |1 1 Bpm | 4 Dra Il 1 Me | 3 Sap | 3
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Ahd | - Bpul102 | - Drd | - Msc | 2 Sbf | -
A wad | 2 Bsa | 2 Dsa | 3 Min | - Sca | -
A wWN | 2 BsaA | 1 Eae | 4 Nae | - SfaN | 9
Aor 51H | - BsaB | - Eag | - Nar | - Sfi | -
Apa | 1 BseR | 2 Ear | 5 Nco | 1 SgrA | -
ApalL | 2 Bsg | 3 Ecl 136 |1 - Nde | - Sna | -
Asc | - Bsi | 1 Eco47 111 - NgoM | - SnaB | -
Ase | - Bsi WI - Eco57 | 4 Nhe | 1 Spe | -
Asp700 | 2 Bsm | 1 EcoN | 2 Not | - Sph | -
Asp718 1 BsmA | 6 EcoQ109 | - Nu | - Spl |

AspE | - BsnB | 1 EcoR | - Nsi | - Srf ol -
Asp | - Bsp120 | 1 EcoR V - NspH | 1 Sse8387 | -
Ava | 1 Bsp1407 | 1 Ehe | - Pac | - Ssp | 2
Ava 11 5 BspE | - Esp3 | 1 PaeR7 | - Stu | -
Avi | 1 BspH | 1 Esp | - Pci | - Sty | 2
Avr 11 - BspM | 2 Fse | - PilIF I - Swa | -
Axy | 2 BspM I | - Fsp | 1 PfIMI 3 Tsp45 | 5
Bal | 2 BspLUL1 | - i 11 2 Plel 3 Tth11l | -
BanH | 2 BsrB | - Gsu | 4 Pre | - Xba | -
Ban I 3 BsrD | 2 Hae | 3 Pm | - Xca | -
Ban I11 - BssH | | - Hae |1 1 Ppul0 | - Xho | -
Bbe 1| - Bst 1107 | - Hoa | 2 PpuM | - Xem | 1
BbrP | - BstB | - Hyi A | 3 PshA | - Xma | -
Bbs | 3 BstE |1 1 Hyi E | 1 Psi | 1 Xm | 2
Bbu | - Bst X | 2 HnC Il 2

Enzyne Site Use Site position (Fragnment |ength) Fragnment order

Acc65 | g/ gt acc 1 1( 336) 2 337( 1716) 1
Acl 1 aal cgtt 1 1( 744) 2 745( 1308) 1
Al 1T a/ crygt 1 1( 155) 2 156( 1897) 1
Aha 11 gr/cgyc 1 1( 266) 2 267( 1786) 1
Apa | gggcec/ ¢ 1 1( 1855) 1 1856( 197) 2
Asp718 g/ gtacc 1 1( 336) 2 337( 1716) 1
Ava | c/ycgrg 1 1( 1909) 1 1910( 143) 2
Avi | tgc/ gca 1 1( 325) 2 326( 1727) 1
BsaA | yac/ gtr 1 1( 527) 2 528( 1525) 1
Bsi | ctcgtg -5/-1 1 1( 261) 2 262( 1791) 1
Bsm | gaat gc /-1 1 1( 890) 2 891( 1162) 1
BsnB | cgtctc 1/5 1 1( 264) 2 265( 1788) 1
Bsp120 | g/ ggccc 1 1( 1855) 1 1856( 197) 2
Bspl1407 | t/gtaca 1 1( 845) 2 846( 1207) 1
BspH | t/catga 1 1( 1762) 1 1763( 290) 2
BstE I g/ gt nacc 1 1( 1523) 1 1524( 529) 2
Dra 111 cacnhnn/gtg 1 1( 285) 2 286( 1767) 1
Esp3 | cgtctc 1/5 1 1( 264) 2 265( 1788) 1
Fsp | tgc/ gca 1 1( 325) 2 326( 1727) 1
Hae 11 rgcgcly 1 1( 469) 2 470( 1583) 1
Hyi E 11 accnnnnnnggt 1 1( 1536) 1 1537( 516) 2
Hoa | gtt/aac 1 1( 1029) 1 1030( 1023) 2
Kpn | ggtac/c 1 1( 336) 2 337( 1716) 1
Ksp | ccgce/ gg 1 1( 1378) 1 1379( 674) 2
Mu | a/ cgegt 1 1( 155) 2 156( 1897) 1
Nco | c/ cat gg 1 1( 1615) 1 1616( 437) 2
Nhe | g/ ctagc 1 1( 248) 2 249( 1804) 1
NspH | rcatg/y 1 1( 1649) 1 1650( 403) 2
Psi | tta/taa 1 1( 1942) 1 1943( 110) 2
Pspl406 | aalcgtt 1 1( 744) 2 745( 1308) 1
Pvu I1 cag/ctg 1 1( 114) 2 115( 1938) 1
Sac || ccgce/ gg 1 1( 1378) 1 1379( 674) 2
Sal | g/ tcgac 1 1( 974) 2 975( 1078) 1
Xem | ccannnnn/ nnnntgg 1 1( 1777) 1 1778( 275) 2
Awad | g/ tgcac 2 1( 614) 2 615( 579) 3 1194( 859) 1
A wWN | cagnnn/ ctg 2 1( 114) 3 115( 201) 2 316( 1737) 1
Apal | g/ tgcac 2 1( 614) 2 615( 579) 3 1194( 859) 1
Asp700 | gaann/nnttc 2 1( 940) 2 941( 1074) 1 2015( 38) 3
Axy | cc/ tnagg 2 1( 375) 2 376( 158) 3 534( 1519) 1
Bal | tgg/ cca 2 1( 292) 2 293( 231) 3 524( 1529) 1
BanH | g/ gatcc 2 1( 1213) 1 1214( 534) 2 1748( 305) 3
Bsa | ggtctc 1/5 2 1( 439) 3 440( 488) 2 928( 1125) 1
BseR | gaggag 10/8 2 1( 207) 3 208( 1600) 1 1808( 245) 2
BspM | acct gc 4/ 8 2 1( 618) 2 619( 977) 1 1596( 457) 3
BsrD | gcaatg 2/0 2 1( 558) 2 559( 1001) 1 1560( 493) 3



mPK Ceta_ ORF -> Full Restriction Map

Bst X |
Bsu36 |
EcoN |
i 1
Hoa |
HnC I
Msc |
Ssp |
Sty |
|

Ava 11
BstY |

Tsp45 |

BsmA |

Hoh |

SfaN |

ccannnnn/ nt gg
cc/ tnagg

cct nn/ nnnagg
yggceg  -5/-1
gacgc 5/ 10
gty/rac

tgg/ cca
aat/att

c/ cwngg
gaann/nnttc
grgcy/ c

gaagac 2/6
gaagac 2/6
gtgcag 16/ 14
c/crygg

wgg/ ccw

gwgcw ¢
tccrac 20/ 18

ccannnn/ nt gg
gagtc 4/ 5
gctctte 1/4

gt/ nkac
ctggag 16/ 14
y/ ggccr
ctgaag 16/ 14
ctggag 16/ 14
ctgca/ g

g/ gwce
r/ gatcy
ctcttc 1/4

/ gt sac

gtctc 1/5
gotga 8/7
gcatc 5/9

175 sites found

No Sites found for the following Restriction Endonucl eases

Aat |
Aat 11

agg/ cct
gacgt/c

1394(
1616(
1691(
1364(
1892(

285(
1800(

W W W W W W W W W W W NDNNNDNDNNDNDNN
[

1951(

1(
1603(
1

433(
1

524(

1156(
1

R

433(
1
1174(

1(
123(

1571(
1209(

(62 B¢ 2 IR ¢ 2 NN |

1472(

929(
1827(

888(
1526(

694(
1107(
1738(

Bst 1107 |
BstB |

907)
375)
1682)
236)
266)
974)
292)
678)
1222)
940)

( 1001)

99)
182)
1565)
182)
1565)
299)
659)
895)
437)
292)
362)
614)
689)
931)
161)

N
(&3]
w
N
© NP go b~ OrhOOOCIOINEFE O WOIRPWWNRFRPWFRWO A WHARPRWFRPWWNENNWWRNRAPRPWRWWE NENNNWWERENPEP

gta/tac
tt/cgaa

908(
376(
1683(

873)
158)
114)

237( 1247)

267(
975(
293(
679(
1223(

356)

55)
231)
264)
393)

941( 1074)

1002(
183(
183(
300(
896(
293(
615(
932(

71(
494(

854)
73)
73)

363)

483)

231)

579)
19)
43)

778)

96( 1158)

145(
1714(
244(
1274(
237(
1484(
422(
1576(
244(
1274(
64(
1598(

39(
1461(
366(
1748(
97(
1255(
226(
1525(

265(
1126(

138(
1104(
2032(

44(
722(
1584(

830)
339)
126)
779)

56)
569)
398)
477)
126)
779)
243)
455)

41)
133)
848)

72)
938)
696)
550)
506)

175)
307)

89)
143)
21)

402)
330)
54)

PaeR7 |

Pci

P P A DN W DN WA DN PRPOWOWNRPWWN

w~ WNNRFRPOFRP WO NANBARRLEANOONDAWE

O WN [ecN &2 ILN]

1781(
534(
1797(
1484(
623(
1030(
524(
943(
1616(
2015(
1856(
256(
256(
663(
1379(
524(
1194(
951(
114(
1272(

1254(

975(
370(
293(
820(
370(
307(

80(
1594(
1214(
1820(
1035(
1951(

776(
2031(

440(
1433(

227(
1247(

446(
1052(
1638(

c/tcgag
al cat gt

272)
1519)
256)
569)
1430)
1023)
1529)
1110)
437)
38)
98)
232)
232)
731)
237)
1167)
170)
941)
171)
528)

697)

628)
63)
231)
336)
63)
867)

43)
459)
357)
233)
174)
102)
696)

22)

489)
394)

661)
279)

248)
55)
100)
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Al T
Age |
Ahd |
Aor 51H |
Asc |
Ase |
AspE |
Asp |
Avr |1
Ban |11

c/ttaag
al/ ccggt
gacnnn/ nn
agc/ get
gg/ cgcgee
at/t aat
gacnnn/ nn
gacn/ nngt
c/ ct agg
at/ cgat
ggcgc/ ¢
cac/gtg
gcatg/c
gtatcc
t/gatca
c/ttaag
gcennnn/ n
a/ gat ct

c/ ct agg
gc/ t nagc
gc/ t nagc

gtc

gtc
c

6/5

ggc

gat nn/ nnat ¢

c/ gt acg
t/ccgga
t/ ccgga
a/ cat gt
gagcgg

g/ cgcgce

-3/-3

Bst Z17 |
Btr |
Bts |
crio |
da l
Dra |
Drd |
Eag |

Ecl 136 |1
Eco47 |11
EcoQ109 |
EcoR |
EcoR V
Ehe |
Esp |
Fse |
HnD III
Kas |
Me
Mun
Nae
Nar
Nde |
NgoM |
Not |
Nu |
Nsi |
Pac |

gta/tac
cac/gtc
gcagtg
r/ ccggy
at/ cgat
ttt/aaa
gacnnnn/ nngt ¢
c/ ggccg

gag/ ctc

agc/ gct

r g/ gnccy

g/ aattc
gat/atc

ggc/ gcc

gc/ t nage
ggcegg/ cc

al agct t

g/ gcgcec
c/aattg
claattg

gcc/ gge

gg/ cgcc
ca/tatg

g/ ccggce

gc/ ggcege
tcg/ cga
atgca/t
ttaat/taa

2/0

PfIF |
Prre |
P |
PpulO |
PpuM |
PshA |
Pvu |
Rsr |1
Sac |
Shf |
Sca |
Stio |
SgrA |
Sma |
SnaB |
Spe |
Sph |
Spl |
Srf o
Sse8387 |
Stu |
Swa |
Tthill |
Xba |
Xca |
Xho |
Xma |

gacn/ nngt c
gttt/ aaac
cac/gtg
a/tgcat

r g/ gncey
gacnn/ nngt ¢
cgat/cg

cg/ gweeg
gagct/c
cctgcal/ gg
agt / act
ggcennnn/ nggcce
cr/ccggyg

ccc/ ggg
tac/gta

a/ ct agt
gcatg/c
¢/ gtacg
gccec/ ggge
cctgcal/ gg
agg/ cct
attt/ aaat
gacn/ nngt c
t/ctaga
gta/tac
c/tcgag
c/ ccggg
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