#H# DNA Strider™ 1.2 ### Thursday, November 16, 2000 2:58:16 PM

mPK Cepsilon_ORF -> Full Restriction Map

DNA sequence 2214 h.p. ATGGTAGIGITC ... CTGATGOOCTGA  |inear
Sunday, January 22, 1995 11:29:10 AM
Read fromASA|1/Gti2 file "nPKCe. dna(Hao) . ORF/text"

Positions of Restriction Endonucl eases sites (unique sites underlined)

i |
Eae |
BsaB | Ava 11
Bfr | PpuM |
He | Afl 11 Hoh | PFIM I PfIMI EcoQ109 |

I I I I I I | I
ATGGTAGTGI TCAATGROCT TCT TAAGATCAAAAT CTGOGAGROGGT GAGCT TGAAGOOCACAGOCTGGT OGCTGOGOCATGOGGT GBGACCOOGAOCAC 100
TACCATCACAAGT TACOGGAAGAAT TCTAGT TT TAGACGCT GOGOCACT CGAACT TOBGGT GTORGACCAGOGACEOGGT ACGOCACCCTGRAE00GGTG

[ ] | [ ] | | L] L] | [ ] I L] L] I [ ] | | [ ] | ]
15 22 45 59 78 87
22 87
27 88
94
94
ai 1
Eae |
Ava || BsrD | Ple | SfaN |

I | I ||
AGACGT TCCT TTTGGACOCCTACAT TAOCCT TAACGT GCGACGACT OCCGCATOEEOCAAACAGCCACCAAGCAAAAGACCAACAGCOOGACCTGECACEA 200
TCTGCAAGGAAAACCT GEEEAT GTAACCEEAAT TACACCT CCT GAGOCCGTACCOEGT TTGTOSGTGGT TAGT TTTCTGGT TGTOEEE00CGACOGT GCT

L] I L] | L] L] I I L] L] L] L]
114 123 142 149
153
153
Msc |
Hae |
Hoh | Eae |
Tsp45 | BsrD | Hga | Bal | Bsg |

|| | |
TGAGT TOGTCACCGATGI GTGCAATGEECECAAGATOGAGCTGCTGI CT TTCACGACCCTOCCTATCCECTACGACCGACT TGGTGBOCAACTGCACCATC - 300
ACTCAACCAGTGCTACACACGT TACCOXOGT TCTAGCTOGACCGACAGAAAGT GCT GOGAGGATAGOCCATCCTCCTGAAGCACOEGT TGACGT GGTAG

||o ol . . . . . 3 . .

|
208 221 256 284 291

209 284
284
284
da |l
Gsu | Bcl | Ava |
BseR | Pst | Tsp45 | Bpm | BsaA | Ban |11

I I I I | I I
CAGT TOGAGGAGCT GCTGLAGAAT GRGAGOOGT CACT TOGAGGACT GEAT TGACCT GGAGOCAGAAGGAAAAGT GTACGT GATCATCGATCTCTCGGGAT - 400
GTCAAGCTOCTOGACGACGT CTTACOCT OBGCAGT GAAGCT OCTGACCTAACT GGACCTOBGT CT TOCT T T TCACATGCACTAGTAGCTAGAGAGOCCTA
L] L] L] L] L] I L] L] | | L] | L]

| I
307 316 332 355 376 385

355 380 393
385
Sty | Bst X |
i 1 Xcm |
Hoh | Eae | Ava ||

I | | | ||
CATOCEGTGAAGCOCCTAAAGACAATGAAGAACCAGT GT TCAGEEAGOGT ATGOEE0CAAGCAAGCEECAAGEEECT GICAGEOGCAGEGTOCACCAGGET - 500
GIAGCCCACT TOAEXATTTCTGI TACTTCT TGCTCACAAGT COCTCECATACEOOGGET TOCT TOROOGT TOOCCGACAGT COBCGTOOCAGGT GGTCCA

L] L] L] L] L] I | L] L] L] I

I * .
406 454 489
454 492
457 495
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Msc | Msc |

Hae | Hae |

Eae | Eae | Pst |

Bal | Bal | Bts | EcoR V

I I | | |
CAATGE0CACAAGT TCATGEOCACCTACT TGOBECAACOCACCTACTGCTOOCACT GCAGACGAT TTCATCTGEEGTGT CATAGCAAAACAGECATATCAA - 600
GITACCGGTGI TCAAGT ACOGGTGGAT GAACGCOGT TAEGT CGATGACGAGEGT GACGT CTCTAAAGT AGACOCCACAGTATCCT TTTGTCCCTATAGI T

| L] L] L] L] L] L] L] L] L] L]
504 518 553 593
504 518 555
504 518
504 518

Sac |

Hoi A |

Ecl 136 |1

Ban I

BspH | Eco57 | Ban ||

| I
TGICAAGI TTGCACT TGOGT TGT CCACAAGOGATGICAT GAGCT CAT TAT TACAAAGT GOGCTGEECTGAAGAAACAGEAAACOOCT GACGAGGTAXCT 700
ACAGT TCAAACGT GAACGCAACAGGT GT TOSCTACAGT ACTCGAGTAATAATGT TTCACGOGACOCGACT TCTTTGTCCT T TGEEGACTGCTOCACCCEA

3 . . | | . . . 3 . .

636 667 696
640
640
640
640
NspH | Ava 11 PpuM |
HnC Il BstY | PpuM | HiE Il Ava Il
| BanH | EcoC109 | Tsp45 | EcoQ109 | EcoCQ109 |

| | 1 |
COCAACGGT TCAGOGT CAACATGOOCCACAAGT TOBEGATOCACAACT ACAAGGTOOCCACGT TCTGT GACCACT GTGEGTOOCTGCTCTGEEACCTCTT - 800
GGG TGOCAAGT CACAGT TGTACGEEGT GT TCAAGOCCTAGGT GT TCATGT TACAGCEEGT GCAAGACACT GGTGACACOCAGEGACCAGACOCCEGAGAA

N . | __* ol . L | |l d .
713 737 752 767 778 791
715 737 752 770 779
719 753 778
Cfr1o | Hya |
SgrA | BsnA | Aha |1
Bts | Hph | Bsa | Acc | Bst X |

| L] I || I
GOGECAGEECTTGCAGTGTAAAGT CTGCAAAAT GAAT GT TCACOGEOGAT GTGAGACCAACGT GECTOOCAACT GTGEGGTAGACGOCAGAGGAATTGOC 900
(OB00GTOO0GAACGT CACAT TTCAGACGT TTTACT TACAAGT GBO0GBCTACACT CTGGT TGCACCGAGEGT TGACACCOCATCTGOGGT CTCCT TAACSG

L] . . | | | . | . L] | | . | L]
813 840 853 880 899
841 853 883
842 883
Msc |
Hae | NgoM |
Gsu | Eae | Nae |
Bpm | Hoh | Bal | Ple | crio |

I I I I |
AAAGTGCTGCTGACCTOSGTGT TACTCCAGACAAAAT CACCAACAGT GBCCAAACCAGCAAAAACCT CECTGCTGGT GCTCGAGT COCCACAGCCAXCTT - 1000
TTTCACGACOGACTGGAGOCACAATGAGGTCTGT TTTAGTGGT TGTCACCGEGT TTCCTCCT TT T TCGACCGACGACCACGACT CAGEEGT GT CEEOCGEAA

L] L] I L] I L] I L] L] L] L] | L] | L]
926 938 948 982 993
926 948 993
948 993
948
Stu |
Hae |
Bbv |1 Aat |
Bbs | BspM 11
Eco57 | Hae |1 Tsp45 | BspE |
| | I I
CTGEAAACTOOOCATCTGAAGACGACOGATOCAAGT CAGOROOCACCTOOOCT TGTGACCAGGAACTAAAAGAACT TGAAAACAACATOOGGEAAGRCCTT 1100

GACCTTTGAGSGEGTAGACT TCTGCTGSCTAGGT TCAGT OB0GEGT GGACGEEGAACACTGGTCCT TGATTTTCT TGAACT TTTGT TGTAGECCT TOCGEAA

L] L] . | L] . | L] L] L] . L]
1016 1038 1055 1088
1018 1088
1018 1094
1094

1094
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Pvu |1
Msc |
Hae | Hae |
BseR | ai 11 Eae | ai 11 Bst X |
BseR 1 Hgi Al Hja | Eae | Bal | Eae | Hae |

| | | | |
GI'CAT T TGACAACOGAGGAGAGCGAGCACOGAGCCGT OGT CEECCACOGAT GEOCAGCT GECAACGCCOOECAGAGAAT GEEGAAGT COGE0CAGE0CAGECC. 1200
CAGTAAACTGT TGECTCCTCTCCTAGT GECT CACAGCAGCOEGT GACTACOAGTCGACCGT TAEEEECCTCTCT TACCOCT TCAGEOOAGT COEGTCOAG

L] | | | L] | | L] (] L] L] | . | L]
1115 1123 1132 1139 1149 1186 1196
1120 1139 1149 1186 1199
1149 1191
1149
1153

Hae 11

Eco47 111

Aor51H | Acc |

| |
AAGCGCT TGEEECTCCATCGAGT TCAACT TCAT CAAAGT GT TGEECAAAGSCAGCT T TGECAAGGT CATGT TGEOCCAACTCAAAGGCAAAGATGAAGTICT - 1300
TTOGEOGAACCOOGACCTACTCAAGT TGAAGT AGT TTCACAACOCGT TTOOGTCGAAACOGT TACAGT ACAACCECCT TGAGT TTCOGT TTCTACTTCAGA

| L] L] . L] (] L] L] L] . | L]

1202 1297

1202

1202

Bsg | Ear |

|
ACGCTGTGAAGGT CT TGAAGAAGCGACGT TATOCCTACAAGACGAT GATGT GGACT CCACAAT GACAGAGAAGAGEAT TTTACTCTGCTOEGAAACACCC . 1400
TGOGACACTTOCAGAACT TCTTCCTGCAATACGATGT TCTGCTACTACACCTGACGT GT TACTGTCTCT TCTCCTAAAACOCAGACOCCACGCCTTTGT GG
L] L] . L] (] | L] | L] L] . L]
1353 1368
Ava 11 BsmA |
Sty | Ear | Bsa | Ava 11

|| I | I
TTATCTAACCCAACTCTAT TGCTGCT TOCAGACCAAGCACCGECCTCT TCT TOGT CATGGAATATGT AAATGGTGCAGACCTCATGT TCCAGATTCAGCEG 1500
AATAGAT TGEGT TGAGATAACCACGAAGGT CTGGT TOCT GEOCGAGAAGAAGCAGTACCT TATACAT TTACCACCT CTGGAGTACAAGGTCTAAGTCCC
L] L] L] | I L] I . L] L] L] L] L]
1433 1444 1475 1499
1437 1475
Tsp45 | Bst X |

|
TOOCGAAAAT TTGATGAGCCTOGT TCTOGGT TCTATGOORCAGAGGT CACATORE0CCTCATGI TTCTCCACCAGCATGGAGTGATCTACAGEGATTTGA - 1600
AGECTTTTAAACTACTCECAGCAAGAGCCAAGAT ACEEOGT CTOCAGT GTAGCOGEGAGT ACAAAGAGGTGGTOGT ACCTCACTAGATGTCOCTAAACT
L] . . L] . . | L] L] . L]
1546 1569
SfaN | Bts |
Xba | Hae | Tsp45 |

| | || |
AACTGGACAACAT CCT TCTAGATGCAGAAGECCACTGCAACCTGECTGACT TTGEGATGT GCAAGCAACGEEAT TATGAATGGTGT GACAACTACCACCTT - 1700
TTGACCTGI TGTAGGAAGATCTACGT CT TCOGGT GACGT TOGACCGACT GAAACCCTACACGT TCCTTOCCTAATACT TACCACACT GT TGATGGTGEAA

L] | .| |. | L] L] L] L] L] L] L]
1617 1629 1684
1621 1633
EcoQ109 |
BstY | Bsp120 |
Gsu | Ban |1
Plel Bpm | Mre | Apa |

| I I | |
CTGTGGACTOCTGACTACATAGCT CCAGAGATCCTACAGCGAGT TACAGT ACCE0CCCT CAGT GGACT GGTGEECCCT GEEEGT GCTCATGTACGAGATG - 1800
GACACCCTGACGACTGATGTATOGAGGTCTCTAGEAT GTOCT CAACCT CATGOOEEEEAGT CACCT GACCACOOEEEACCOOCACGACTACATACTCTAC

[ ] [ ] I L] I [ ] L] L] [ ] [ ] ]

1707 1724 1743 1772
1724 1772
1730 1772
1772

Esp |

Bpull02 |
BstB | BspH | Blpl

ATGECTCEECACGCOOOCCT TTGAAGCTGACAACCGAGEACCGACT TGT TOGAATOCATCCT TCATGATGATGT TCTCTATCCTGTCTGCT TAGCAAGGAAG 1900
TACCGACCOGTOCEEEEAAACT TOGACT GT TGCT CCTGCTGAACAAGCT TAGGTAGGAAGT ACTACTACAAGAGATACGACAGACOGAATCGT TCCTTC
L] L] . L] | . | L] L] . L]
1846 1860 1887
1887
1887
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Xm | BspH |
Asp700 | Hya |
SfaN | HnD III Hae || Aha 11

| I | |
CTGTCAGCATCCTGAAAGCT T TCATGACCAAGAACOCGECACAAGCECCT GAACT GT'GT GECACCECAGAACGEEGAGEACEOCATCAAGCAACATCCATT - 2000
CGACAGT CGTAGGACT TTCGAAAGTACTGGT TCT TGEA0GT GT TOEOEEACOOGACACACOGT CACGTCT TAOOOCTCCTAOGGTAGT TOGT TGTAGGTAA

| L] | | . | L] L] | . . L] L] . L]
1907 1916 1943 1978
1914 1978
1914 1922
Gsu |
Bpm |

I
CTTCAAGGAGAT TGACTGEGTACTGCT GGAGCAGAAGAAAAT CAAGDCOOOOCT TCAAGOOGAGAAT TAAAACCAAAAGAGATGTCAATAACTTTGACCAA 2100
GAAGT TCCTCTAACTGACCCATGACCGACCTCGI CTTCT TTTAGI TOEE3EEGAAGI TOEXCTCT TAATTTTGGI TTTCTCTACAGI TATTGAAACTGGT T
2026
2026
Bov ||

Sap | Bbs |
Ear | EcoR | Hoh |

| | ||
GACTTTACCOCEEAAGAGOCAATACT TACACT TGTGGATGAAGCCAAT CAT TAAGCAGAT CAACCAGEAAGAAT TCAAACCTTCTCCTACT TTGGTGAAG - 2200
CTGAAATGCEOCCT TCTCEGT TATGAATGTGAACACCTACT TCGT TAGTAAT TOGT CTAGT TGGTCCTTCT TAAGT TTOOGAAGAGCGATGAAACCACTTC

3 . . . . . 3 . | | .

I
2113 2170 2194

2113 2197
2197
SfaN |
I
ACCTGATGOCCTGA 2214
TGGACTACGEGACT
| .
2205

Restriction Endonucl eases site usage

Aat | 1 Bbv |1 2 BstY | 2 HnD |11 1 Psp1406 | -
Aat 11 - Bci V | - Bst 717 | - Hoa | - Pst | 2
Acc65 | - Bel | 1 Bsu36 | - Hoh | 6 Pvu | -
Acc | 2 Bfr | 1 Btr | - Kas | - Pvu Il 1
Acl 1 - Bgl | - Bts | 3 Kpn | - Rsr |1 -
Al 11 1 Bgl Il - crio | 2 Ksp | Sac | 1
AL 1T - Blin I - dal 1 Me | Sac 11 -
Age | - Blp I 1 Dra | - Mu I - Sal | -
Aha 11 2 Bpm | 4 Dra |11 - Mre | 1 Sap | 1
Ahd | - Bpul102 | 1 Drd | - Msc | 5 Sbf | -
A wad | - Bsa | 2 Dsa | - Min | - Sca | -
A wWN | - BsaA | 1 Eae | 10 Nae | 1 SfaN | 4
Aor 51H | 1 BsaB | 1 Eag | - Nar | - Sfi | -
Apa | 1 BseR | 3 Ear | 3 Nco | - SgrA | 1
ApalL | - Bsg | 2 Ecl 136 |1 1 Nde | - Sna | -
Asc | - Bsi | - Eco47 111 1 NgoM | 1 SnaB | -
Ase | - Bsi WI - Eco57 | 2 Nhe | - Spe | -
Asp700 | 1 Bsm | - EcoN | - Not | - Sph 1 -
Asp718 - BsmA | 2 EcoO109 | 5 Nu | - Spl |

AspE | - BsnB | - EcoR | 1 Nsi | - Srf ol

Asp | - Bsp120 | 1 EcoR V 1 NspH | 1 Sse8387 | -
Ava | 1 Bsp1407 | - Ehe | - Pac | - Ssp | -
Ava 11 7 BspE | 1 Esp3 | - PaeR7 | - Stu | 1
Avi | - BspH | 3 Esp | 1 Pci | - Sty | 2
Avr 11 - BspM | - Fse | - PilIF I - Swa | -
Axy | - BspM I | 1 Fsp | - PfIMI 2 Tsp45 | 6
Bal | 5 BspLUL1 | - i 11 5 Plel 3 Tth11l | -
BarH | 1 BsrB | - Gsu | 4 Pre | - Xba | 1
Ban I 3 BsrD | 2 Hae | 10 Pm | - Xca | -
Ban I11 1 BssH | | - Hae |1 3 Ppul0 | - Xho | -
Bbe 1| - Bst 1107 | - Hoa | 5 PpuM | 3 Xem | 1
BbrP | - BstB | 1 Hyi A | 2 PshA | - Xma | -
Bbs | 2 BstE |1 - Hyi E |1 1 Psi | - Xm | 1
Bbu | - Bst X | 4 HnC I 1

Enzyne Site Use Site position (Fragnment |ength) Fragnment order
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Eco47 I

Bom |
Bst X |

ago/ cct
c/ttaag
agc/ gct
gggcec/ ¢
gaann/nnttc
c/ycgrg
g/ gat cc
at/ cgat
t/gatca
c/ttaag
gc/ t nagc
gc/ t nagc
yac/ gtr
gat nn/ nnat ¢
g/ ggccce
t/ccgga
t/ccgga
tt/cgaa
at / cgat
gag/ctc
agc/ gct
g/aattc
gat/atc
gc/ t nagc
accnnnnnnggt
gty/rac
al agct t
tccrac  20/18
gcce/ ggce
g/ ccggce
rcatg/y
cag/ctg
gagct/c
gctctte 1/4
cr/ccggyg
agg/ cct
t/ctaga

ccannnnn/ nnnnt gg

gaann/nnttc

gt/ nkac
gr/cgyc

gaagac 2/6
gaagac 2/6
gotctc 1/5
gtgcag 16/ 14
gtctc 1/5
gcaatg 2/0
r/ gatcy

r/ ccggy

ctgaag 16/ 14

gwgcw ¢
ccannnn/ nt gg

ctgca/ g

c/ cwngg
grogcy/ c
gaggag 10/8
t/catga
gcagtg 2/0
ctcttc 1/ 4
rgcgcl/y

gagtc 4/ 5
r g/ gwccy

ctggag 16/ 14

ccannnnn/ nt gg

W W W W W W W W NRNNNONNNONNNNNNNNNN RRRRPRPRRPRPRRPRPRRPRPRRRPRRPRRPRRPRRPRRPRPRRRERREPRREPRREPRREPRRERRRRE

B~ b

1(
1772(
1

1120(
1
1922(
1
1633(
1
2113(
1
1943(
1
1707(
1(
778(
L

1724(
(

1093)
21)
1201)
1771)
1913)
392)
736)
384)
379)
21)
1886)
1886)
375)
26)
1771)
1087)
1087)
1845)
384)
639)
1201)
2169)
592)
1886)
769)
714)
1915)
1742)
992)
992)
718)
1152)
639)
2112)
840)
1093)
1616)
491)
1913)

879)
882)
1017)
1017)
852)
290)
852)
122)
736)
841)
666)
639)
58)
315)
456)

639)
443)
306)
1095)
635)
293)
552)
582)

( 1367)

102)

( 1037)

272)
141)
508)
86)
1437)

354)
302)
494)

NP W RPWOWWRWRPRWEPNWWNEFRPWWN WNNNNNNNRFRPWENNNDN PNEPNNENENNNRPERENNENERPERENNENNENNEREPERENNNNNERERENDN

1094(

1202(
1772(
1914(
393(
737(
385(
380(
22(
1887(
1887(
376(
27(
1772(
1088(
1088(
1846(
385(
640(
1202(
2170(
593(
1887(
770(
715(
1916(
1743(
993(
993(
719(
1153(
640(
2113(
841(
1094(
1617(
492(
1914(

880(
883(
1018(
1018(
853(
291(
853(
123(
737(
842(
667(
640(
59(
316(
457(

640(
307(
636(
553(
1368(
1038(
142(
87(
355(

2026(
495(

1121)
2193)
1013)
443)
301)
1822)
1478)
1830)
1835)
2193)
328)
328)
1839)
2188)
443)
1127)
1127)
369)
1830)
1575)
1013)
45)
1622)
328)
1445)
1500)
299)
472)
1222)
1222)
1496)
1062)
1575)
102)
1374)
1121)
598)
1723)
301)

417)
1095)
1179)
1179)

622)
1062)

622)

98)

993)

151)

349)

483)

19)

239)

976)

56)
808)
1224)
260)
76)
164)
840)
665)
571)

189)
404)

N R A DN DN RPN D RPOOOWOWROWRWRRREP® NREPNRPRNRNRRPRERNNRRPNNRNNRRPNRRPNRRNNRRRRRNNNR R

WOIN

1297(
1978(
2197(
2197(
1475(
1353(
1475(
221(
1730(
993(
1016(
1123(
78(
555(
1433(

696(
1115(
1860(

813(
1444(
1202(

982(

752(

926(
899(

918)
237)
18)
18)
740)
862)
740)
1994)
485)
1222)
1199)
1092)
2137)
1660)
782)

1076)
5)
62)
820)
669)
741)
725)
26)

798)
300)
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Gsu |
SfaN |

EcoC109 |

Hoh |

Tsp45 |

Ava ||

Eae |

Hae |

ctggag 16/ 14

gcatc 5/9

tgg/ cca
r g/ gnccy
yggccg

gacgc

-5/-1
5/ 10

tgg/ cca

ggtga 8/7

/ gt sac

g/ gwece

y/ ggccr

wgg/ ccw

173 sites found

No Sites found for the following Restriction Endonucl eases

Bsi WI
Bsm |
BsnB |
Bspl1407
BspM |
BspLUL1 |

gacgt/c

g/ gtacc
aalcgtt

al crygt

a/ ccggt
gacnnn/ nngt ¢
g/ tgcac
cagnnn/ctg

g/ tgcac

gg/ cgcgcee
at/taat

g/ gtacc
gacnnn/ nngt ¢
gacn/ nngt c
tgc/ gca

c/ ctagg

cc/ tnagg
ggcge/ ¢
cac/gtg
gcatg/c
gtatcc 6/5
gcennnn/ ngge
a/ gat ct
c/ ctagg
ctcgtg
c/ gtacg
gaat gc
cgtctc
t/gtaca
acctgc
a/ cat gt

-5/-1

1/-1
1/5

4/ 8

N

o o1 o1 o1 O

10

10

1199(
(
1724(
1(
1907(

1(
518(
1

778(
1

454(
L

883(
1

518(

1(
406(
2194(
(
767(
1684(

1(
489(
1437(

(
284(
518(

1149(

L

504(
1094(
1196(

BsrB
BssH | |
Bst 1107 |
BstE I
Bst Z17 |
Bsu36

Btr
Dra

Dra |11

Drd
Dsa
Eag

EcoN

Ehe

Esp3

Fse
Fsp
Hpa
Kas
Kpn
Ksp
Me
M u
Mun
Nar
Nco
Nde
Nhe
Not
Nru
Ns

370)
354)
302)
148)
298)

283)
430)

N
w
(=}
N

OCONDOO ORAUl RPIMINNOO NOAWNDORANW NMDWA

gagcgg -3/-
g/ cgcgce
gta/tac

g/ gt nacc
gta/tac

cc/ tnagg
cac/gtc
ttt/aaa
cacnnn/ gtg
gacnnnn/ nngt ¢
c/ crygg

c/ ggccg

cct nn/ nnnagg
ggc/ gcc
cgtctc
ggcegg/ cc
tgc/ gca
gtt/aac
g/ gcgcce
ggtac/c
ccgce/ gg
claattg
a/ cgcgt
claattg
gg/ cgcce
c/ cat gg
ca/tatg
g/ ctagc
gc/ ggcege
tcg/ cga
atgca/t

1/5

1569(
355(
2026(
149(
2205(

284(
948(
87(
791(
94(
1139(
256(
1132(
284(
948(

45(
840(

208(
1055(

88(
753(
1499(

94(
454(
948(

1186(

15(

518(
1149(
1629(

646)
571)
189)

1472)

10)

220)
201)
665)
981)

59)

47)
457)
846)
220)
201)

164)
98)

124)
491)

26)
26)
716)

59)
50)
191)

1029)

269)
430)

586)

3 Pac |
PaeR7 |

Pci
Pf

|
F

Prre |

P

Ppu10
PshA |

Psi

N~ g~ ORFRPNOOIFRLNOTA QR UOINPE

RPOWRARFRPWON =00~

Psp1406 |
Pvu |
Rsr 11
Sac |1

Sal

Sbf |
Sca |

Sfi

Sma |
SnaB |

Spe |

Sph

Spl

Srfo |
Sse8387 |
Ssp |
Swna |

Tth11l |

Xca |
Xho |
Xma |

926(
1621(

798)
286)

504(
1149(
752(
1772(
153(
1186(
713(
1978(
504(
1149(

209(
938(

14)
1066)
26)
443)
301)
1029)
170)
237)

1066)

197)
1256)

332(
1546(

435)
138)

114(
779(

375)
658)

153(
504(
1139(

131)

284(
948(
1191(

220)
146)

ttaat/taa
c/tcgag

a/ cat gt
gacn/ nngt ¢
gttt/ aaac
cac/gtg
a/tgcat
gacnn/ nngt ¢
tta/taa
aalcgtt
cgat/cg
cg/ gweeg
ccgce/ gg

g/ tcgac
cctgcal/ gg
agt/ act
ggccnnnn/ nggcc
ccc/ ggg
tac/gta

a/ ct agt
gcatg/c

c/ gtacg
gccec/ ggge
cctgcal/ gg
aat/att
attt/aaat
gacn/ nngt c
gta/tac
¢/t cgag

¢/ ccggg
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