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mPK Cbeta2_ORF -> Full Restriction Map
DNA sequence 2022 h.p. ATGCTGACOCG ... GICAAGACGCTAA | near

Positions of Restriction Endonucl eases sites (unique sites underlined)

Nar
Kas | Dra Il
Hae |1 Bsi |
Ehe | Hgi A |
Hgi A | Bbe | ApalL | Hph |
BseR | Aha |1 A wad |
[ I I [ ] I
ATGECT GACCOGEECT GOEEEE00CECCEC0GAGOGAGEE0GAGGAGAGCACAGT GOECT TOBOOORCAAAGEOGOCCTOOGECAGAAGAACGTGCACGAGG 100
TACCGACT GEE00GACEN000EE0EECEECTORCTOOORCTOCT CTOGT GTCACGOGAAGDERR0GT T TOOROEEEACGE0OGTCT TCT TECACGTACTCC
L] L] L] | | L] L] | L] .| | | L]
40 70
45 70 91 99
70 91
70 94
70 94
70
Bsg |
A WN |
Hoh | Pst | Bts |

| |1 11
TGAAGAACCACAAAT TCACOBCOCECT TCT TCAAGCAGCOCACCT TCTGCAGOCACTGCACOGACT TCATCTGEECT TOCEEAACCAGEGATTOCAGTIG - 200
ACTTCTTGGTGI TTAAGT GEOCEE0CGAAGAAGT TOGTCEEGT GGAAGACGT CBGTGACGT GACTGAAGT AGACCOCGAAGOCCT TOGT COCTAAGGTCAC

3 . . . | | | | . . .

116 147 154
150
156
Hae 11 Bsp120 |
Ecod7 111 Ban 11
Aor51H | Apa |
Bsp1407 | Tsp45 | EcoQ109 |

I I I | |
TCAAGTCTGCTGCTTTGI TGTACACAAGCGCT GOCATCGAGT TOGT CAGCGT TCTACTCO0C0AGT GOGEACAAGEECO0CECCTCTGATGACCOCCEGAGC 300
AGITCAGACGACGAAACAACAT GT GT TOEOGACEGETACT CAACCAGT GCAAGACGACEEEE0CACECCT G TOOOEEE00GAGACTACTAEEEECCT GG

L] I L] | L] L] L] L] L] I I L] L] L]

219 244 272
227 273
227 273
227 273
Gsu |

Bs I
AL I
BstY | Bpm | Tsp45 | Hoh |

I | | | I I
AAACACAAGT TTAAGATOCACACGTACTCCAGTOCTACCT TCTGT GACCACTGT GGATOCCTGCTGTATGGACT TAT TCACCAGEGGATGAAATGOGACA 400
TTTGIGI TCAAAT TCTAGGTGT GCATGAGGT CAGGATCGAAGACACT GGTGACACCT AGCGACGACATACCTGAAT AAGT GGTOOCCTACT TTACCCTGT

L] I I | | L] L] L] L] L] L] L] L]
314 327 344 378
320
321
327
ai 1l
Hae |1 Eag |
Ecod7 111 Eae |
Aor 51H | Not |
Hi A | Sac [1
ApaL | Bal | Ksp |

Awad | AN Dsa |  SfaN |
| |

| | || I
CCTGTATGAT GAACGT GCACAAGOECT GOGT GATGAAGCGT OCCCACCCT CTGOEECACT GACCACACCGAACCCCGEOEECOGECATCTATATCCAGECCCA - 500
GGACATACTACT TGCACGT GT TOBCGACGCACT ACT TACAGEEGTOEGAGACECOGT GACTGGETGT GOCT TAOBE0EC0EE0GT AGATATAGGT COCEGT

3 ol . . . . . ||o| . .

415 444 474 482
415 446 474
415 474

422 476

422 477

422 477
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Kpn |
Asp718
SfaN | Acc65 | Ava Il BstY I

| | | I
CATCGACAGAGAGGT TCTCAT TGT TGT TGTAAGAGAT GCTAAAAATCT GGTACCTATCGACOCCAATCCT TGT CAGATCCCTACGT TAAACTGAAACTG - 600
GTAGCTGTCTCTCCAAGAGTAACAACAACAT TCTCTACGAT TTTTAGACCATGGATACCT GAEGT TACCGAACAGTCTAGSGATGCAATTTGACTTTGAC
L] L] L] L] | (] | L] L] L] . L]
535 549 558 576
549
549
Bbv |11 Eco57 |
Bbs | Eco57 | Pvu 11

I | | |
ATOCCTCGATCOCAAAAGT GAGAGCAAACAGAAGACCAAGACCAT CAAGT GT TOCCT CAAT CCAGAGT GCAATGAAACCT TCAGAT TTCAGCTGAAGGAAT - 700
TAGEGACTAGSGI TTTCACTCTGGT TTGTCT TCTGGT TCTGGTAGI TCACAAGSGAGT TAGGTCTCACCT TACT TTGGAAGT CTAAAGTCGACTTCCTTA

L] L] I L] L] L] L] I L] | .| L]
630 678 688
630 691
Ava |1
Bbv 11 BstY | PpuM | Xm |
Bbs | Bal 11 EcoQ109 | Asp700 | BstY |

|
CAGACAAAGACAGAAGACT GT CTGTAGAGAT CTGEGAT TASGACCTGACCACCAGEAATGACT TCATCCGATCTCTGTCATTTGEGAT TTCAGAACTACA - 800
GICTGI TTCTGICT TCTGACAGACATCT CTAGACCCTAACCCTGGACTGGTOGTCCT TACTGAAGT ACCCTAGAGACAGTAAACCCTAAAGT CT TGATGT

3 | . |o || . | . |o 3 . .

713 728 740 756 769
713 728 740 756
741
Sap |
Hoh | Ear |
ario | Ear | BsrD |

| I I | |
GAAAGCOGGT GTGGEATGECTGGT TCAAGT TACTAAGCCAGGAAGAGSGTGAATACT TCAATGT GCOOGT GOOCCCOGAACGAACCGAGEECAATGAAGAG 900
CTTTOGE0CACACCTACCCACCAAGT TCAAT GAT TOSGTCCT TCTCOCACT TATGAAGT TACACCSEECACEE0EECT TACTTAECTCOCGI TACTTCTC

3 . . . | | . . . 3 | | .

I
805 841 890

847 895
895
Sty |
Msc | Sty |
Hae | Kpn |
Eae | Asp718 Gsu |
Bal I Acc65 | Bpm |

I I I
CTGOCECAGAAGT TTGAGAGAGCCAAGAT TEGECCAAGGTACCAAGECT CCAGAAGAAAAGACACCTAACACTATCTCCAAATTTGACAACAATGCAACA 1000

GACCOOGTCTTCAAACTCTCTOGGT TCTAACOGGT TOCATGGT TCOGAGGTCTTCT TTTCTGT CGAT TGTGATAGAGGT TTAAACTGI TGT TACOGT TGT

3 . | . . . . 3 . .

930 937 947
930 937 947
930 937
930 941
933
Ava |1 BsrB |

| |
GGEGACCEEATGAAACT GACCCATTTTAACT TCCTGAT GGTGCT GEEGAAAGSCAGCT T TGECAAGGT CATGCTCT CAGACCGEAAGSGTACAGATGAACT 1100
COCTGOCTACT TTGACTGECTAAAAT TGAAGGEACTACCACGACOCCT TTOOGTCGAAACOGT TCCAGT ACGAGAGT CTOCCT TOCCATGTCTACT TGA

| L] . . L] . . L] | L] . L]
1002 1078
Sty |
Nco |
Dsa |
Eco57 | Hgi A |
EcoN | Apal |
BstY I Hoh | A waq |

|l | I |
CTATGOOGT GAAGAT CCTGAAGAACGACGT GGTGATCCAACGAT GACCAT GTGEAGT GCACCAT GGT GGAGAAGOEEGET GCTAEOCCTAOCTGEGAAGCCC. 1200
CGATACGECACT TCTAGGACT TCTTOCT GCACCACTAGGT TCTACTGCTACACCT CACGT GGTACCACCT CT TOCCOCACGACOEEGACEEACCCT TAEEG

1112 1131 1155
1116 1155
1117 1155

1160

1160
1160
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Sty |

Nco | Tsp45 |

Dsa | hl Bst X |
Plel PfIM I Ava |1 BstE Il Mre |

I I | || |
COGTTOCTGACTCAGCTCCAT TOCT GCT TOCAGACCAT GGACOGOCTGTACT TTGT GATGGAGT ATGT GAACGEGEGT GACCTCATGTACCACATCCAAC 1300
GECAAGGACT GAGT CGAGGT AAGGACGAAGGT CTGGT ACCT GROGGACAT GAAACACT ACCT CATACACT TGOOOCCACT GGAGTACATGGTGTAGGT TG

L] L] I | |. . L] L] L] L] I L]
1209 1230 1239 1276 1295
1235 1276 1296
1235 1277
1235
i 11
Eae | Ban 11 BsaB |

I I I
AAGT TGE0OGT TTCAAGGAGOCCCATCCTGTATT T TACGOOGCAGAGAT TGOCATOSGT CTGT TCT TCT TGCAGAGCAAGSECATTATTTACOSCGACCT - 1400
TTCAACCGECAAAGT TCCTOREEGTACGACATAAAAT GCGEE0GT CTCTAACGGT AGCCAGACAAGAAGAACGT CTOGT TOCOGTAATAAATGEOECTCA
| . | -
1305 1318
1305

1347

Tsp45 |
SfaN | NspH | Hoh |

I | |l
GAAACT TGACAACGT GATGCTGGAT TCT GAGGEECACATCAAAATOCCTGACT TTGECATGT GTAAGGAGAACAT CTGEEATGEEGTGACAACCAAGACA 1500
CTTTGAACTGI TGCACTACGACCTAAGACTCCCOGT GTAGT TTTAGCGACTGAAACOGT ACACAT TOCTCT TGTAGACCCTACOCCCACTGI TGGT TCTGT

L] | L] L] L] L] L] L] L] L] L]
1416 1457 1485
1486

Gsu |
BspM 11 Bpm |
BspE | BsrD | BsrD | Ple |

| I I
TTCTGIGCACTOOGGACTACAT TACTOCAGAGATCAT TACT TATCAGOOCT ACGEGAAGT CTGT GGACT GGTGEECAT TTGGAGTCCTACTGTATGAAA - 1600

AAGACACOGT GAGEOCTGATGTAACGAGGT CTCTAGT AACGAATAGT CBEGATGOCCT TCAGACACCT GACCACOOGT AAACCT CAGGACGACATACT TT

3 . . | . . . . 3 . .

I |
1512 1521 1536 1583

1512 1526
1526
Msc |
Hae |
Eae | xXcm |
Bal | Ear | Dra Il Bci V| Sty |

I | | | I
TGI TGECTGE0CAGECACCGT T TGAAGEEGACGAT GACGAT GAACT CT TOCAGT CAATCATGCAACACAATGT GBOGTATOOCAAGT CCATGTCCAAGEA 1700
ACAACCGACOGGTCOGT GECAAACT TACCCTCCTACTCCTACT TGAGAAGGT CAGT TAGTACCT TGTGT TACACCECATAGEGT TCAGGTACAGGT TCCT

[ ] [ ] L] L] | [ ] L] I L] I [ ] [ ] ]
1608 1645 1666 1677 1694
1608 1694
1608
1608
Sph |
NspH |
Dsa | Hae |1 Eco57 | BsnA | Bou |

I | | | I
AGOCOGT GECAAT CTGCAAAGECECT AATGACCAAACACCCAGECAAGCACCTAAGET TGTGEEOCTGAAGEEEAACGAGACAT TAAGGACCATAOGITTTTC - 1800
TOBECACOGT TAGACGT TTCOCCGATTACTGGT TTGTGAGTCOGT TOBOEGEACOCAACACCOEEACT TOOCCT TECTCTGTAAT TCCTCGTACGCAAAAAG

3 ] . . . . | . | 3 . .

I I
1703 1745 1763 1775 1788

1788
1788
Cfri10 |
Psi | HnD I11 Age | Hoh |

I I I I
CGGTATATTGACTGECAGAAACT CCAACGCAAGCAGAT TCAGOCACCT TATAAACCAAAAGCT TGT GAEOGAAACGCTGAAAACT TCCACCGGT TTTTCA - 1900
GOCATATAACTGACCCTCT TTGAGCT TAOGT TCCTCTAAGT CCGTGGAATAT T TGGT TTTOGAACACOCCCT TTACGACT TTTGAAGCTGECCAAAAAGT

I L]
184 1859

L] L] L] | L]
1889 1898
1889

BstB | Hoa |
Dd | Ssp | EcoR | HnC Il Dra |

I I || |
COCGOCATCCACCAGT CCTAACACCTOCTGACCAGEAAGT CATCAGCAATAT TGACCAATCAGAAT TOGAACCGAT TTTCCTTTGT TAACTCTGAATTTTT - 2000
CEE0CGTAGGT GGTCAGGAT TGTGGACGACT GGTOCT TCAGTAGTCCT TATAACTGGT TAGT CT TAAGCT TOCTAAAAGGAAACAATTGAGACT TAAAAA

I L] L]
1930 1948 1963 1984 1998
1966 1984
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Eco57 |

I
AAAACCTGAAGTCAAGACCTAA 2022
| GGACTTCAGITCTCGATT

| .
2006

Restriction Endonucl eases site usage

Aat | - Bbv |1 2 BstY | 5 HnD |11 1 Psp1406 | -
Aat 11 - Bci V | 1 Bst 717 | - Hoa | 1 Pst | 1
Acc65 | 2 Bel | - Bsu36 | - Hoh | 8 Pvu | -
Acc | - Bfr | - Btr | - Kas | 1 Pvu 11 1
Acl 1 - Bgl | 1 Bts | 1 Kpn | 2 Rsr |1 -
Al 11 - Bgl Il 1 crio | 2 Ksp | 1 Sac | -
AL 1T 1 Blin I - dal - Me | - Sac 11 1
Age | 1 Blp I - Dra | 1 Mu I - Sal | -
Aha 11 1 Bpm | 3 Dra |11 2 Mre | 1 Sap | 1
Ahd | - Bpul102 | - Drd | 1 Msc | 2 Sbf | -
A wad | 3 Bsa | - Dsa | 4 Min | - Sca | -
A wWN | 2 BsaA | 1 Eae | 4 Nae | - SfaN | 3
Aor 51H | 2 BsaB | 1 Eag | 1 Nar | 1 Sfi | -
Apa | 1 BseR | 1 Ear | 3 Nco | 2 SgrA |

ApalL | 3 Bsg | 1 Ecl 136 |1 - Nde | - Sna | -
Asc | - Bsi | 1 Eco47 111 2 NgoM | - SnaB | -
Ase | - Bsi WI - Eco57 | 5 Nhe | - Spe | -
Asp700 | 1 Bsm | - EcoN | 1 Not | 1 Sph | 1
Asp718 2 BsmA | 1 EcoO109 | 2 Nu | - Spl | -
AspE | - BsnB | - EcoR | 1 Nsi | - Srf ol -
Asp | - Bsp120 | 1 EcoR V - NspH | 2 Sse8387 | -
Ava | - Bsp1407 | 1 Ehe | 1 Pac | - Ssp | 1
Ava 11 4 BspE | 1 Esp3 | - PaeR7 | - Stu | -
Avi | - BspH | - Esp | Pci | - Sty | 5
Avr 11 - BspM | - Fse | - PilIF I - Swa | -
Axy | - BspM I | 1 Fsp | - PfIMI 1 Tsp45 | 4
Bal | 2 BspLUL1 | - i 11 2 Plel 2 Tth11l | -
BarH | - BsrB | 1 Gsu | 3 Pre | - Xba | -
Ban I 2 BsrD | 3 Hae | 2 Pm | - Xca | -
Ban I11 - BssH | | - Hae |1 4 Ppul0 | - Xho | -
Bbe 1| 1 Bst 1107 | - Hoa | - PpuM | 1 Xem | 1
BbrP | - BstB | 1 Hyi A | 4 PshA | - Xma | -
Bbs | 2 BstE |1 1 Hyi E | - Psi | 1 Xm | 1
Bbu | 1 Bst X | 1 HnC I 1

Enzyne Site Use Site position (Fragment |ength) Fragnment order

AL 1T a/ crygt 1 1( 319) 2 320( 1703) 1

Age | al/ ccggt 1 1( 1888) 1 1889( 134) 2

Aha 11 gr/cgyc 1 1( 69) 2 70( 1953) 1

Apa | gggcec/ ¢ 1 1( 272) 2 273( 1750) 1

Asp700 | gaann/nnttc 1 1( 755) 2 756( 1267) 1

Bbe | ggcge/ ¢ 1 1( 69) 2 70( 1953) 1

Bou | gcatg/c 1 1( 1787) 1 1788( 235) 2

Bci V | gtatcc 6/5 1 1( 1676) 1 1677( 346) 2

Bgl | gcennnn/ ngge 1 1( 445) 2 446( 1577) 1

Bgl Il a/ gat ct 1 1( 727) 2 728( 1295) 1

BsaA | yac/ gtr 1 1( 320) 2 321( 1702) 1

BsaB | gat nn/ nnat ¢ 1 1( 1346) 1 1347( 676) 2

BseR | gaggag 10/ 8 1 1( 39) 2 40( 1983) 1

Bsg | gtgcag 16/14 1 1( 155) 2 156( 1867) 1

Bsi | ctcgtg -5/-1 1 1( 93) 2 94( 1929) 1

BsmA | gtctc 1/5 1 1( 1774) 1 1775( 248) 2

Bsp120 | g/ ggccc 1 1( 272) 2 273( 1750) 1

Bsp1407 | t/gtaca 1 1( 218) 2 219( 1804) 1

BspE | t/ccgga 1 1( 1511) 1 1512( 511) 2

BspM | | t/ccgga 1 1( 1511) 1 1512( 511) 2

BsrB | gagcgg -3/-3 1 1( 1077) 1 1078( 945) 2

BstB | tt/cgaa 1 1( 1965) 1 1966( 57) 2

BstE |1 g/ gt nacc 1 1( 1275) 1 1276( 747) 2

Bst X | ccannnnn/ nt gg 1 1( 1295) 1 1296( 727) 2

Bts | gcagtg 2/0 1 1( 153) 2 154( 1869) 1

Dra | ttt/aaa 1 1( 1997) 1 1998( 25) 2
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Drd | gacnnnn/ nngt ¢ 1 1( 1929) 1 1930( 93) 2

Eag | ¢/ ggccg 1 1( 476) 2 477( 1546) 1

EcoN | cct nn/ nnnagg 1 1( 1115) 1 1116( 907) 2

EcoR | g/ aattc 1 1( 1962) 1 1963( 60) 2

Ehe | ggc/ gce 1 1( 69) 2 70( 1953) 1

HnC I gty/rac 1 1( 1983) 1 1984( 39) 2

HnDIIlI alagctt 1 1( 1858) 1 1859( 164) 2

Hoa | gtt/aac 1 1( 1983) 1 1984( 39) 2

Kas | g/ gcgece 1 1( 69) 2 70( 1953) 1

Ksp | ccgce/ gg 1 1( 473) 2 474( 1549) 1

Mre | tccrac 20/18 1 1( 1294) 1 1295( 728) 2

Nar | gg/ cgcce 1 1( 69) 2 70( 1953) 1

Not | gc/ ggcege 1 1( 475) 2 476( 1547) 1

PfIMI ccannnn/ nt gg 1 1( 1229) 1 1230( 793) 2

PpuM | r g/ gwccy 1 1( 739) 2 740( 1283) 1

Psi | tta/taa 1 1( 1847) 1 1848( 175) 2

Pst | ctgca/ g 1 1( 146) 2 147( 1876) 1

Pvu 11 cag/ctg 1 1( 687) 2 688( 1335) 1

Sac I ccgce/ gg 1 1( 473) 2 474( 1549) 1

Sap | gctctte 1/4 1 1( 894) 2 895( 1128) 1

Sph 1 gcatg/c 1 1( 1787) 1 1788( 235) 2

Ssp | aat/att 1 1( 1947) 1 1948( 75) 2

Xem | ccannnnn/ nnnntgg 1 1( 1693) 1 1694( 329) 2

Xmm | gaann/nnttc 1 1( 755) 2 756( 1267) 1

Acc65 | g/ gtacc 2 1( 548) 2 549( 388) 3 937( 1086) 1

A wWN | cagnnn/ ctg 2 1( 149) 3 150( 294) 2 444( 1579) 1

Aor51H | agc/ gct 2 1( 226) 2 227( 195) 3 422( 1601) 1

Asp718 g/ gt acc 2 1( 548) 2 549( 388) 3 937( 1086) 1

Bal | tgg/ cca 2 1( 929) 1 930( 678) 2 1608( 415) 3

Ban |1 grgcy/c 2 1( 272) 3 273( 1045) 1 1318( 705) 2

Bbs | gaagac 2/ 6 2 1( 629) 2 630( 83) 3 713( 1310) 1

Bov |1 gaagac 2/6 2 1( 629) 2 630( 83) 3 713( 1310) 1

Cr1o | r/ ccggy 2 1( 804) 2 805( 1084) 1 1889( 134) 3

Dra |11 cacnnn/ gt g 2 1( 93) 3 94( 1572) 1 1666( 357) 2

Eco47 111 agc/gct 2 1( 226) 2 227( 195) 3 422( 1601) 1

EcoO109 | rg/gnccy 2 1( 271) 3 272( 468) 2 740( 1283) 1

ai 11 yggceg  -5/-1 2 1( 476) 3 477( 828) 1 1305( 718) 2

Hae | wgg/ ccw 2 1( 929) 1 930( 678) 2 1608( 415) 3

Kpn | ggtac/c 2 1( 548) 2 549( 388) 3 937( 1086) 1

Msc | tgg/ cca 2 1( 929) 1 930( 678) 2 1608( 415) 3

Nco | c/ cat gg 2 1( 1159) 1 1160( 75) 3 1235( 788) 2

NspH | rcatg/y 2 1( 1456) 1 1457( 331) 2 1788( 235) 3

Plel gagtc 4/ 5 2 1( 1208) 1 1209( 374) 3 1583( 440) 2

A was | g/ tgcac 3 1( 90) 4 91( 324) 3 415( 740) 2
1155( 868) 1

Apal | g/ tgcac 3 1( 90) 4 91( 324) 3 415( 740) 2
1155( 868) 1

Bpm | ctggag 16/14 3 1( 326) 4 327( 620) 1 947( 579) 2
1526( 497) 3

BsrD | gcaatg 2/0 3 1( 889) 1 890( 631) 2 1521( 15) 4
1536( 487) 3

Ear | ctcttc 1/4 3 1( 840) 1 841( 54) 4 895( 750) 2
1645( 378) 3

Gsu | ctggag 16/14 3 1( 326) 4 327( 620) 1 947( 579) 2
1526( 497) 3

SfaN | gcatc 5/9 3 1( 481) 3 482( 53) 4 535( 881) 1
1416( 607) 2

Ava 11 g/ gnece 4 1( 557) 2 558( 183) 5 741( 261) 3
1002( 237) 4 1239( 784) 1

Dsa | c/ crygg 4 1( 473) 2 474( 686) 1 1160( 75) 5
1235( 468) 3 1703( 320) 4

Eae | y/ ggccr 4 1( 476) 1 477( 453) 2 930( 375) 4
1305( 303) 5 1608( 415) 3

Hae |1 rgcgcely 4 1 69) 5 70( 157) 4 227( 195) 3
422( 1323) 1 1745( 278) 2

Hogi A | gwgcw ¢ 4 1( 44) 5 45(  46) 4 91( 324) 3
415( 740) 2 1155( 868) 1

Tsp45 | / gt sac 4 1( 243) 3 244( 100) 5 344( 933) 1
1277( 209) 4 1486( 537) 2

BstY I r/ gatcy 5 1( 313) 3 314( 262) 4 576( 152) 5
728( 41) 6 769( 343) 2 1112( 911) 1

Eco57 | ctgaag 16/14 5 1( 677) 1 678( 13) 6 691( 426) 3
1117( 646) 2 1763( 243) 4 2006( 17) 5

Sty | ¢/ cwagg 5 1( 932) 1 933( 8) 6 941( 219) 4
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Hoh |

gotga 8/7

156 sites found

No Sites found for the following Restriction Endonucl eases

Aat |
Aat |1
Acc |
Acl |
Al I
Ahd |
Asc |
Ase |
AspE |
Asp |
Ava |
Avi |
Avr 11
Axy |
BanmH |
Ban |11
BbrP |
Bel |
Bfr |
Bin I
Blpl
Bpul102 |
Bsa |
Bsi W
Bsm |
BsnB |
BspH |
BspM |

agg/ cct
gacgt/c
gt/ nkac
aal/cgtt
c/ttaag
gacnnn/ nngt ¢
gg/ cgcgcee
at/taat
gacnnn/ nngt ¢
gacn/ nngt c
c/ycgrg
tgc/ gca

c/ ctagg
cc/ t nagg
g/ gatcc

at / cgat
cac/gtg
t/gatca
c/ttaag

c/ ct agg
gc/ t nagc
gc/ t nagc
gotctc

c/ gt acg
gaat gc
cgtctc
t/catga
acct gc

1/5

1/-1
1/5

4/ 8

1160(

8 1(
378(
1276(

BspLUL1 |
BssH | |
Bst 1107 |
Bst Z17 |
Bsu36 |
Btr |
dal

Ecl 136 |1
EcoR V
Esp3 |
Esp |
Fse |
Fsp |
Hia |

HJi E |1
Me |

Mu |

Min |
Nae |
Nde |
NgoM |
Nhe |

Nu |

Nsi |

Pac |
PaeR7 |
Pci |

75) 5 1
98) 8
469) 1

209) 5 1

al cat gt
g/ cgcgce
gta/tac
gta/tac
cc/ tnagg
cac/gtc
at/ cgat
gag/ ctc
gat/atc
cgtctc
gc/ t nagc
ggccegg/ cc
tgc/ gca
gacgc 5/ 10
accnnnnnnggt
c/aattg

al cgcgt
c/aattg

gcc/ ggce
ca/tatg

g/ ccggce

g/ ct agc

tcg/ cga
atgca/t
ttaat/taa
c/tcgag

al cat gt

1/5

235(  459) 2
99(
847(
485(

17) 9
284) 3
413) 2

PFIF I
Prre |
Pm |
Ppul0 |
PshA |
Psp1406 |
Pvu |
Rsr |1
Sac |
Sal |
Shf |
Sca |
Stio |
SgrA |
Sma |
SnaB |
Spe |
[
Srf |
Sse8387 |
Stu |
Swa |
Tth111l |
Xba |
Xca |
Xho |
Xma |
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1694( 329) 3
116(
1131(
1898(

262)
145)
125)

~No A

gacn/ nngt ¢
gttt/ aaac
cac/gtg
a/tgcat
gacnn/ nngt ¢
aalcgtt
cgat/cg

cg/ gneeg
gagct/c

g/ tcgac
cctgcal/ gg
agt / act
ggcennnn/ nggec
cr/ccggyg

ccc/ ggg
tac/gta

a/ ct agt

c/ gt acg
gccc/ gggce
cctgcal/ gg
agg/ cct
attt/aaat
gacn/ nngt c
t/ctaga
gta/tac
¢/t cgag
¢/ ccggg



