#H# DNA Strider™ 1.2 ### Thursday, November 16, 2000 2:46:53 PM

hPK Ctheta ORF -> Full Restriction Map
DNA sequence 2121 h.p. ATGTOROCATTT ... CTGATATCCTGA  |inear

Positions of Restriction Endonucl eases sites (unique sites underlined)

PpuM |
EcoQ109 |
AspE | Hpa |
Mre | Ahd | Ava Il HnC 11 Hgi A |

I | || I I
ATGTOBCCATTTCTTCGEAT TGSCT TGTACAACT TTGACTGOGEEGTCCTGOCAGI CT TGT CAGGECGAGECTGI TAACCCT TACTGTGCTGTGCTOGTCA - 100
TACAGCGGTAAAGAACCCT AACCGAACAGGT TGAAACT GACECCCAGGACEGET CAGAACAGT OOCGECTOCGACAAT TAGAATGACACGACACGACCAGT

[ ] [ ] L] I L] I I [ ] L] L] I [ ] [ ] | ]
28 37 44 73 91
37 73
43
43
BsaB | SfaN | Ear |

I | |
AAGAGTATGT CGAATCAGAGAACGEECAGATGTATATCCAGAAAAAGRCCT ACCATGT ACCCACCCTGAEGACAGCACT TTTGATGOOCATATCAACAAGG 200
TTCTCATACAGCTTAGICTCT TGOOOGT CTACATATAGGT CTTT T TOEGATGGTACAT GAGTGEGACCCTGTOGTGAAAACTACGEGTATAGI TGT TCCC
L] . . L] . . L] L] . |
129 181 200
Sac |
Hyi A |
Ecl 136 |1
Ban ||
Ple | Ava || Dsa | Bsg |

I | | | |
AAGAGT CATGCAGATCAT TGTGAAAGSCAAAAACGT GGACCTCATCTCT GAAACCACOGT GGAGCT CTACT CGCTGECTGAGAGGT GCAGGAAGAACAAC 300
TTCTCAGTACGTCTAGTAACACT TTCOGT TTTTGCACCTGGAGTAGACGACT TTGGTGECACCT CGAGATGAGCGACCGACTCTCCACGTCCTTCT TGI TG

I 3 . . . . | . | . 3 . .

203 237 257 285
262
262
262
262
Bbv ||
Bbs | Bsm | Bsm | Tsp45 |

I I I |
GEGAACACAGAAATATGGT TAGAGCTGAAACCT CAAGGOCGAATCCTAAT GAATGCAACGATACT TTCTGEAAATCGAGT GACACAAACGACATGAATGAAT - 400
COCTTCTGTCTTTATACCAAT CTOGACT TTCGAGT TCOGECT TACGAT TACT TACGT TCTATGAAAGACCT TTACTCACTGIGIT TTCCTGTACTTACTTA

303 341 351 377

303

Esp3 |

BsnB | Hae 11 Btr |

BsrmA | SfaN | Ava 11 Bsi | Bts |

I I | I | | I
TTGAGACGEAACCT TCT TTGCT TTGCAT CACCGEO0EEEGT GOCATCAAGCAGECAAAGGT CCACCACGT CAAGT GOCACCAGI TCACTGOCACCTTCTT - 500
AACT CTGOCT TOCGAAGAAACGAAACGT AGT CEOEE0COCACEGT AGT TOGTOOGT TTOCAGGT GGTGCAGT TCACGGT GCTCAAGT GACGGTGGAAGAA

| L] L] | . | L] . | L] | L] | L] | . L]
403 426 459 478 486
403 431 466
403
Bsi | EcoQ109 | BsrD |

I | |
(OOCACAGOOCACAT TTTGCTCTGT CTGOCACGAGT TTGT CTGEAE0CT GAACAAACAGERCT ACCAGT GOOGACAATGCAAT GCAGCAATTCACAAGAAG 600
GAGTGTOGAGT GTAAAACGAGACAGACGGT GCTCAAACAGACCOOGGACT TGT TTGTOCOGATGGTCACGRCT GT TACGT TACGTOGT TAAGTGT TCTTC
L] . | . L] | . . L] L] . L]
529 542 578
Hgi A |
Apal |
Awid | NspH | Dal

| I
TGTATTGATAAAGT TATAGCAAAGT GCACAGGAT CAGCTATCAATAGOCGAGAAACCAT GT TOCACAAGCAGAGAT TCAAAATTGACATGOCACACAGAT 700
ACATAACTATTTCAATATCGT TTCACGTGTCCTAGTCGATAGT TATCEECTCT T TGGTACAAGGTGT TCCTCTCTAAGT TTTAACTGTACSGTGTGTCTA
L] L] | . L] . L] L] L] . |
624 686 700
624
624
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NspH |
Ava || Ppul0 |
PpuM | Nsi |
Acc | Ban I EcoQ109 | Ple | SfaN |

I I | I [ |
TTAAAGTCTACAATTACAAGAGOCOGACCT TCTGT GAACACT GTGRGACOCT GCT GTGREGACT GBCACGECAAGGACT CAAGT GTGATGCATGTGRCAT -+ 800
AATTTCAGATGT TAATGT TCTOGBEGCT GGAAGACACT TGT GACACCCT GBGACGACACCOCT GACOGT GOOGT TOCTGAGT TCACACTACGTACACOGTA

706 720 745 776 787
745 788
746 788
790
Msc |
Hae |
Eae |
Msc | Hae |1
Hae | Eco47 |11
Eae | Aor51H |
SfaN |l SfaN | Bal | Eco57 | Bal | Hgi A |

| | | || |
GAATGT GCATCATAGATGOCAGACAAAGGT GECCAACCT T TGT GECATAAACCAGAACCTAAT GECTGAAGOCCTGEOCATGAT TGAGACCACTCAACAG 900
CTTACAGGTAGTATCTACGGTCTGI TTCCACOGGT TGGAAACACOGTATTTGGTCT TOGAT TACCGACT TOBOGACOSGTACTAACTCTCGTGAGT TGTC

| L] | L] | L] (] L] | | | L] | . L]
807 815 830 866 875 888
830 870
830 870
830 870
875
875
875
Eco57 |
Bfr | BstY | BsrmA |
Al 11 Bgl Il Ava 11 Bsa |

| | | N
GCTOCCTCCT TAAGAGATACT GAACAGATCT TCAGAGAAGGT COGGT TGAAAT TGGTCTCOCAT GCTOCATCAAAAATGAAGCAAGEOOCCCATGI TTAC - 1000
CGAGOCCGACGAATTCTCTATGACT TGTCTAGAAGT CTCT TCCAGEOCAACT TTAACCAGAGEGTACCAGGTAGI TTTTACT TOGT TOOGEOGGTACAAATG

|o . I | | . Il . . . .

909 926 940 955
909 926 956
930
Bsu36 | BsmA |
Axy | Ple | Mre | A WN |

| | | I I
CGACACCEGAAAAAGAGAGCCTCAGECAT TTCCTGEEAGT CTOOGT TGGAT GAGGTGGATAAAATGT GOCATCT TCCAGAACCTGAACTGAACAAAGA 1100
GCTGTGOCCT TTTTCTCTOCGAGT CCOGT AAAGEACCCT CAGAGECAACCTACTCCACCTAT T T TACACGGTAGAAGGT CTTGEACT TGACTTGI TTCT

[ ] [ ] L] |.| | [ ] L] L] [ ] [ ] ]
1021 1039 1047 1079
1021 1041
Bbv ||
Pst | Bbs | EcoR |

I | |
AAGACCATCTCTCCAGATTAAACTAAAAATTGAGCAT T TTATCT TGCACAAAAT GT TGEEGAAAGCAAGT TTTGECAAGGTCTTCCTGECAGAATTCAAG 1200
TTCTGGTAGAGAGCGTCTAATTTGATTTTTAACTCCTAAAATAGAACGT GT TTTACAACCCCT TTCCT TCAAAACCGT TOCAGAAGGACCGTCTTAAGI TC

1111 1180 1192
1180
Stu | Hi A |
Hae | Apal |
Aat | Awad | Ear | Sty |

I | | |
AAAACCAATCAAT TOCCAATAAAGECCT TAAAGAAAGAT GTGGT CTTGATGRACCATGAT GT TGAGTGCACGATGGTAGAGAAGAGAGI TCTTTCCT - 1300
| GGTTAGT TAAAAAGCGT TATT TOCGGAATTTCT T TCTACACCAGAACTACCTGCTACTACAACTCACGT GCTACCATCTCT TCTCTCAAGAAAGEA
L] L] . L] . L] L] L] | . | L]
1226 1269 1284 1298
1226 1269
1226 1269
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Pci
NspH |
BspLULL |
AL 1T

Hae | SfaN | Hia | Bsp1407 | Sty |
|

I
TGEOCTCEEACCATOOGT TTCTGACBCACATGI TTTGTACAT TCCAGACCAAGGAAAACCT CTTT T TTGTGATGGAGTACCT CAACCGAGEGACT TAAT - 1400
ACCOCGACCCT CGTAGSCAAAGACTGOGT GTACAAAACATGT AAGGTCTGGT TCCT T T TGGAGAAAAAACACTACCT CATGGAGT TGOCTOCCCTGAATTA

| L] . | L] | L] | . . L] L] . L]
1301 1311 1323 1336 1349
1328
1328
1328
1328
xXm |
Asp700 | Pst |

I I
GTACCACATCCAAAGCTGOCACAAGT TCGACCT T TOCAGAGCGACGT TTTATGCTGCTGAAATCAT TCT TGGTCTGCAGI TCCT TCAT TOCAAAGGAATA - 1500
CATGGTGTAGGT TTCGACGGT GT TCAAGCTCGAAAGGT CTOCCTGCAAAATACGACGACT TTAGT AAGAACCAGACGT CAAGGAAGT AAGGT TTCCT TAT

L] L] L] L] L] L] | L] L] L]
1459 1474
1459
Eco57 | Pci |
Ava || NspH |
PpuM | BspLUL1 |
Acc | EcoQl109 | AL 1T SfaN |

I 1| I |
GTCTACAGSGACCTGAAGCTAGATAACATCOCTGT TAGACAAAGATGCACATAT CAAGATCBOCCAT TTTGGAATGT GCAACCAGAACATGT TAGGAGATG - 1600
CAGATGTOCCTGEACT TOGATCTATTGTAGGACAATCTGT TTCTACCT GTATAGT TCTAGOGCCTAAAACCT TACACGT TCCTCT TGTACAATCCTCTAC

I ||. I [ ] L] L] [ ] L] L] [ ] | [ ] | ]
1501 1508 1586 1597
1508 1586
1509 1586
1513 1586
Xm | BstY I Dralll AspE |
Asp700 | Byl Il PIIMI And | Ava |

I I | | I
COCAAGACGAATACCT TCTGTGEGACACCTGACT ACATCEOCOCAGACAT CT TACTGEGT CAGAAAT ACAACCACT CTGTGCGACTGGTGGTCCTTCAAEGET - 1700
GGTTCTGCTTATGGAAGACACCCTGT GCRACT GATGT AGCEEEGT CTCTAGAACGACCCAGI CTTTATGI TGGT GAGACACCTGACCACCAGEAAGCOCCA

[ ] [ ] L] L] [ ] L] L] I [ ] | [ ] ]
1608 1646 1671 1681 1688
1608 1646 1672 1681
Ear |

Sac |

Hyi A |

Ecl 136 ||

Ban ||

BseR |
Dsa | BseR 1 Sap | Bst X | Dsa |

| I
TCTOCTTTATGAAATGCTGAT TGGTCAGT CBOCT TTOCACGEEECAGEAT GAGGACGAGCT CT TOCACTOCATCOCCATGGACAATOCCCT TTTACOCACESG 1800
AGACGAAATACT T TACGACT AACCAGT CAGOCGAAAGGTGOCOGT CCTACT CCTOCT CGAGAAGGT GAGGTAGEOGTACCTGT TAGEGAAAATGEGTACC

L] L] . | L] | | | L] | L] L] . | L]
1737 1750 1758 1769 1795
1753
1756
1756
1756
1756
1759
Sap |
Ava || Xm |
Gsu | PpuM | Hoh | Ear |
Bpm | EcoQ109 | Asp700 | Ear | BsmA |

I || |1 1] I I
TGECTGGAGAAGGAAGCAAAGGACCT TCTGGT GAAGCT CTTOGT GOGAGAACCT GAGAAGAGECTGRE0GT GAGGEGAGACATCOGOCAGCACCCTTTGT - 1900
ACCGACCTCTTOCTTOGT TTOCT GGAAGACCACT TOGAGAAGCACGCT CT TGGACT CT TCTOOGACCOGCACT COOCT CTGTAGGOGGT OGT GRGAAACA

| L] I | I | I I L] L] L] L] L] L] L]
1804 1820 1833 1857 1877
1804 1820 1830 1837

1821 1833

1836
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Eae | Hoh | Pst | EcoR |
|

| | |
TTOCEGAGATCAACTCEGAGGAACT TGAACGGAAGEAGAT TGACCCACCGT TOOCEOO0GAAAGT GAAATCACCAT TTGACTGCAGCAATTTCGACAAAGA 2000
AACCCCTCTAGT TGACCCTCCT TGAACT TAOCT TCCTCTAACT GEGT GECAAGECOECT TTCACT TTAGTGGTAAACT GACGTCGT TAAACCTGI TTCT

L] . L] L] . . | L] | . | L]
1954 1969 1980 1999
1954
1954
xXm | Xnma |
Bel | Asp700 | Sna
Hgi A | Ava || BspH |1 Ava |

| | | |
ATTCTTAAACGAGAAGCOOOACTGTCAT TTGOCGACAGAGCACT GATCAACAGCCATGGACCAGAATATGT TCAGGAACT TTTCCT TCATGAACCOOGEG 2100
TAAGAAT TTCCTCT TOEEEE0CCACAGTAAACGECTGT CTCGTGACTAGT TGTGGTACCT GGT CTTATACAAGT CCT TGAAAAGGAAGTACT TGEEECCC

L] L] . | L] | (] | L] | L] L] | . | L]
2039 2058 2087 2095
2045 2064 2095
2064 2095

BsrB1 EcoRYV

| |
ATGGAGOGGCTGATATCCTGA 2121
TACCTCOBO0GACTATAGGACT

3 .

|
2104 2112

Restriction Endonucl eases site usage

Aat | 1 Bbv |1 2 BstY | 2 HnD |11 - Psp1406 | -
Aat 11 - Bci V | - Bst 717 | - Hoa | 1 Pst |

Acc65 | - Bel | 1 Bsu36 | 1 Hoh | 2 Pvu | -
Acc | 2 Bfr | 1 Btr | 1 Kas | - Pvu Il -
Acl 1 - Bgl | - Bts | 1 Kpn | - Rsr |1 -
Al 11 1 Bgl Il 2 crio | - Ksp | Sac | 2
AL 1T 2 Blin I - dal - Me | Sac 11 -
Age | - Blp I - Dra | 1 Mu I - Sal | -
Aha 11 - Bpm | 1 Dra |11 1 Mre | 2 Sap | 2
Ahd | 2 Bpul102 | - Drd | - Msc | 2 Sbf | -
A wad | 2 Bsa | 1 Dsa | 3 Min | - Sca | -
A wWN | 1 BsaA | - Eae | 3 Nae | - SfaN | 7
Aor 51H | 1 BsaB | 1 Eag | 1 Nar | Sfi | -
Apa | - BseR | 2 Ear | 5 Nco | - SgrA | -
ApalL | 2 Bsg | 1 Ecl 136 |1 2 Nde | - Sna | 1
Asc | - Bsi | 2 Eco47 111 1 NgoM | - SnaB | -
Ase | - Bsi WI - Eco57 | 3 Nhe | - Spe | -
Asp700 | 4 Bsm | 2 EcoN | - Not | - Sph 1 -
Asp718 - BsmA | 4 EcoO109 | 5 Nu | - Spl | -
AspE | 2 BsnB | 1 EcoR | 2 Nsi | 1 Srf ol

Asp | - Bsp120 | - EcoR V 1 NspH | 4 Sse8387 | -
Ava | 1 Bsp1407 | 1 Ehe | - Pac | - Ssp | -
Ava 11 9 BspE | - Esp3 | 1 PaeR7 | - Stu | 1
Avi | - BspH | 1 Esp | - Pci | 2 Sty | 2
Avr 11 - BspM | - Fse | - PilIF I - Swa | -
Axy | 1 BspM I | - Fsp | - PfIMI 1 Tsp45 | 1
Bal | 2 BspLUL1 | 2 i 11 1 Plel 3 Tth11l | -
BarH | - BsrB | 1 Gsu | 1 Pre | - Xba | -
Ban I 3 BsrD | 1 Hae | 4 Pm | - Xca | -
Ban I11 - BssH I | - Hae |1 2 Ppul0 | 1 Xho | -
Bbe 1| - Bst 1107 | - Hoa | 1 PpuM | 4 Xem | -
BbrP | - BstB | - Hyi A | 7 PshA | - Xma | 1
Bbs | 2 BstE |1 - Hyi E |1 - Psi | - Xm | 4
Bbu | - Bst X | 1 HnC I 1

Enzyne Site Use Site position (Fragnment |ength) Fragnment order

Aat | agg/ cct 1 1( 1225) 1 1226( 896) 2

AL T c/ttaag 1 1( 908) 2 909( 1213) 1

A wWN | cagnnn/ctg 1 1( 1078) 1 1079( 1043) 2

Aor51H | agc/ gct 1 1( 869) 2 870( 1252) 1

Ava | c/ycgrg 1 1( 2094) 1 2095( 27) 2

Axy | cc/ tnagg 1 1( 1020) 2 1021( 1101) 1
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Bcl | t/gatca 1 1( 2044) 1 2045( 77) 2

Bfr | c/ttaag 1 1( 908) 2 909( 1213) 1

Bpm | ctggag 16/14 1 1( 1803) 1 1804( 318) 2

Bsa | gotctc 1/5 1 1( 954) 2 955( 1167) 1

BsaB | gat nn/ nnat ¢ 1 1( 128) 2 129( 1993) 1

Bsg | gtgcag 16/14 1 1( 284) 2 285( 1837) 1

BsnB | cgtctc 1/5 1 1( 402) 2 403( 1719) 1

Bsp1407 | t/gtaca 1 1( 1335) 1 1336( 786) 2

BspH | t/catga 1 1( 2086) 1 2087( 35) 2

BsrB | gagcgg -3/-3 1 1( 2103) 1 2104( 18) 2

BsrD | gcaatg 2/0 1 1( 577) 2 578( 1544) 1

Bst X | ccannnnn/ nt gg 1 1( 1768) 1 1769( 353) 2

Bsu36 | cc/ t nagg 1 1( 1020) 2 1021( 1101) 1

Btr | cac/gtc 1 1( 465) 2 466( 1656) 1

Bts | gcagtg 2/0 1 1( 485) 2 486( 1636) 1

Dra | ttt/aaa 1 1( 699) 2 700( 1422) 1

Dra 111 cacnnn/gtg 1 1( 1671) 1 1672( 450) 2

Eag | ¢/ ggccg 1 1( 1953) 1 1954( 168) 2

Eco47 111 agc/ gct 1 1( 869) 2 870( 1252) 1

EcoR V gat/atc 1 1( 2111) 1 2112( 10) 2

Esp3 | cgtctc 1/5 1 1( 402) 2 403( 1719) 1

a1l yggceg  -5/-1 1 1( 1953) 1 1954( 168) 2

Gsu | ctggag 16/14 1 1( 1803) 1 1804( 318) 2

Hya | gacgc 5/10 1 1( 1322) 1 1323( 799) 2

HnC 11 gty/rac 1 1( 72) 2 73( 2049) 1

Hoa | gtt/aac 1 1( 72) 2 73( 2049) 1

Nsi | atgca/t 1 1( 787) 2 788( 1334) 1

PfIMI ccannnn/ nt gg 1 1( 1670) 1 1671( 451) 2

PpulO | a/ t gcat 1 1( 787) 2 788( 1334) 1

Sma | ccc/ ggg 1 1( 2094) 1 2095( 27) 2

Stu | agg/ cct 1 1( 1225) 1 1226( 896) 2

Tsp45 | / gt sac 1 1( 376) 2 377( 1745) 1

Xma | c/ ccggg 1 1( 2094) 1 2095( 27) 2

Acc | gt/ nkac 2 1( 705) 2 706( 795) 1 1501( 621) 3

Al 1T al/ crygt 2 1( 1327) 1 1328( 258) 3 1586( 536) 2

And | gacnnn/ nngt ¢ 2 1( 36) 3 37( 1644) 1 1681( 441) 2

Awad | g/ tgcac 2 1( 623) 3 624( 645) 2 1269( 853) 1

ApalL | g/ tgcac 2 1( 623) 3 624( 645) 2 1269( 853) 1

AspE | gacnnn/ nngt ¢ 2 1( 36) 3 37( 1644) 1 1681( 441) 2

Bal | tgg/ cca 2 1( 829) 2 830( 45) 3 875( 1247) 1

Bbs | gaagac 2/ 6 2 1( 302) 3 303( 877) 2 1180( 942) 1

Bov |1 gaagac 2/6 2 1( 302) 3 303( 877) 2 1180( 942) 1

Bgl Il a/ gat ct 2 1( 925) 1 926( 720) 2 1646( 476) 3

BseR | gaggag 10/ 8 2 1( 1749) 1 1750( 3) 3 1753( 369) 2

Bsi | ctcgtg -5/-1 2 1( 477) 2 478( 51) 3 529( 1593) 1

Bsm | gaat gc /-1 2 1( 340) 2 341( 10) 3 351( 1771) 1

BspLULl | a/catgt 2 1( 1327) 1 1328( 258) 3 1586( 536) 2

BstY I r/ gatcy 2 1( 925) 1 926( 720) 2 1646( 476) 3

Ecl 136 Il gag/ctc 2 1( 261) 3 262( 1494) 1 1756( 366) 2

EcoR | g/aattc 2 1( 1191) 1 1192( 807) 2 1999( 123) 3

Hae 11 rgcgcly 2 1( 430) 3 431( 439) 2 870( 1252) 1

Hoh | got ga 8/7 2 1( 1829) 1 1830( 139) 3 1969( 153) 2

Mre | tccrac 20/18 2 1( 27) 3 28( 1019) 2 1047( 1075) 1

Msc | tgg/ cca 2 1( 829) 2 830( 45) 3 875( 1247) 1

Pci | a/ cat gt 2 1( 1327) 1 1328( 258) 3 1586( 536) 2

Sac | gagct/c 2 1( 261) 3 262( 1494) 1 1756( 366) 2

Sap | gctette  1/4 2 1( 1757) 1 1758( 78) 3 1836( 286) 2

Sty | ¢/ cwagg 2 1( 1297) 1 1298( 51) 3 1349( 773) 2

Ban |1 grgcy/c 3 1( 261) 4 262( 458) 2 720( 1036) 1
1756( 366) 3

Dsa | c/ crygg 3 1( 256) 3 257( 1480) 1 1737( 58) 4
1795( 327) 2

Eae | y/ ggccr 3 1( 829) 2 830( 45) 4 875( 1079) 1
1954( 168) 3

Eco57 | ctgaag 16/14 3 1( 865) 1 866( 64) 4 930( 583) 3
1513( 609) 2

Plel gagtc 4/ 5 3 1( 202) 4 203( 573) 2 776( 263) 3
1039( 1083) 1

Pst | ctgca/g 3 1( 1110) 1 1111( 363) 3 1474( 506) 2
1980( 142) 4

Asp700 | gaann/nnttc 4 1( 1458) 1 1459( 149) 4 1608( 225) 3
1833( 231) 2 2064( 58) 5

BsmA | gtctc 1/5 4 1( 402) 3 403( 553) 2 956( 85) 5
1041( 836) 1 1877( 245) 4

Hae | wgg/ ccw 4 1( 829) 1 830( 45) 5 875( 351) 3
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1226( 75) 4 1301( 821) 2

NspH | rcatg/y 4 1( 685) 1 686( 104) 5 790( 538) 2
1328( 258) 4 1586( 536) 3

PpuM | rg/ gweey 4 1( 42) 5 43( 702) 2 745( 763) 1
1508( 312) 3 1820( 302) 4

Xm | gaann/ nnttc 4 1( 1458) 1 1459( 149) 4 1608( 225) 3
1833( 231) 2 2064( 58) 5

Ear | ctcttc 1/4 5 1( 199) 4 200( 1084) 1 1284( 475) 2
1759( 78) 5 1837( 20) 6 1857( 265) 3

EcoCQ109 | rg/gnccy 5 1( 42) 6 43( 499) 2 542( 203) 5
745( 763) 1 1508( 312) 3 1820( 302) 4

Hoi A | gWgCcW ¢ 7 1( 90) 7 91( 171) 6 262( 362) 3
624( 264) 5 888( 381) 2 1269( 487) 1
1756( 283) 4 2039( 83) 8

SfaN | gcatc 5/9 7 1( 180) 6 181( 245) 5 426( 361) 3
787( 20) 7 807( 8) 8 815( 496) 2
1311( 286) 4 1597( 525) 1

Ava |1 g/ gwce 9 1( 43)10 44( 193) 6 237( 222) 4
459( 287) 2 746( 194) 5 940( 569) 1
1509( 179) 7 1688( 133) 8 1821( 237) 3
2058( 64) 9

164 sites found
No Sites found for the following Restriction Endonucl eases

Aat 11 gacgt/c Bst 1107 | gta/tac PaeR7 | c/tcgag

Acc65 | g/ gtacc BstB | tt/cgaa PfIF I gacn/ nngt ¢

Acl | aal/cgtt BstE |1 o/ gt nacc Pre | gttt/ aaac

Age | al/ ccggt BstZ17 | gta/tac P | cac/gtg

Aha 11 gr/cgyc Cfrio | r/ ccggy PshA | gacnn/ nngt ¢

Apa | gggcec/ ¢ dal at/ cgat Psi | tta/taa

Asc | go/ cgcgcee Drd | gacnnnn/ nngt ¢ Psp1406 | aal/cgtt

Ase | at/taat EcoN | cct nn/ nnnagg Pvu | cgat/cg

Asp718 g/ gtacc Ehe | ggc/ gce Pvu 11 cag/ctg

Asp | gacn/ nngt c Esp | gc/ t nagc Rsr 11 cg/ gweeg

Avi | tgc/ gca Fse | ggccegg/ cc Sac Il ccgce/ gg

Avr 11 c/ ctagg Fsp | tgc/ gca Sal | g/ tcgac

BarH | g/ gat cc Hl E |1 accnnnnnnggt Sbf | cctgcal/ gg

Ban 111 at/ cgat HnDIIl alagctt Sca | agt/ act

Bbe | ggcgc/ ¢ Kas | g/ gcgece Sti | ggccnnnn/ nggec

BborP | cac/gtg Kpn | ggtac/c SgrA | cr/ccggyg

Bbu | gcatg/c Ksp | ccgce/ gg SnaB | tac/gta

Bci VI gtatcc 6/5 Me | claattg Spe | a/ ct agt

Bgl | gcennnn/ ngge Mu I a/ cgcgt Sph | gcatg/c

Binl c/ ctagg Min | claattg Spl | c/ gtacg

Blp I gc/ t nage Nae | gcc/ gge Srf | gccec/ ggge

Bpul1l02 | gc/tnagc Nar | ga/ cgcc Sse8387 | cctgcal/ gg

BsaA | yac/ gtr Nco | c/ cat gg Ssp | aat/att

Bsi WI c/ gtacg Nde | ca/tatg Sna | attt/aaat

Bsp120 | g/ ggccc NgoM | g/ ccggce Tthlll I gacn/nngtc

BspE | t/ccgga Nhe | g/ ctagc Xba | t/ctaga

BspM | acct gc 4/ 8 Not | gc/ ggeege Xca | gta/tac

BspM 1| t/ccgga Nu | tcg/ cga Xho | c/tcgag

BssH 11 g/ cgcgce Pac | ttaat/taa Xem | ccannnnn/ nnnnt gg



