#H# DNA Strider™ 1.2 ### Thursday, November 16, 2000 2:39:15 PM

hPK Ciota ORF -> Full Restriction Map
DNA sequence 1764 b.p. ATGTCCCACACG ... GAATGIGICTGA | near

Positions of Restriction Endonucl eases sites (unique sites underlined)

Sac ||
Hoh | Ksp | BspH |
Ava |1 Ava |1 Dsa | EcoRV

| | I | ||
ATGTOCCACACGGT OCCAGEOEE0EECAGCEEEEACCAT TOOCACCAGGT COBEGT GAAAGCCTACT ACCCOGECATATCATGATAACACAT TTTGAAC
TACAGSGTGT GOCAGCGTCOE0CE0CGET CE0COCT GGT AAGEGET GGTACAGEOCCACT TTOBGATGATGEOCCOCCTATAGTACTAT TGTGTAAAACT TG

3 . . | . | . | . | . | | . .

33 48 69 76
54 69 80
69

Pci |

NspH |

BspLUL1 | Hoh |

BsrD | AL 111 Ear | BsmA

EcoOL09 | BsnA | Sap | PfIMI Bsa |

| | || | |
CTTOCATCTOCTTTGAGEGOCT T TGCAATGAGGT TOGAGACATGT GT TCT T T TGACAACGAACAGCTCT TCACCATGAAATGGATAGATGAGGAAGGAGA
GAAGGTAGAGEAAACT CO0GGAAACGT TACTCCAAGCT CTGTACACAAGAAAACT GT TACT TGTOGAGAAGT GGTACT TTACCTATCTACTCCTTOCTCT

y | e I . | __| . . [ . y | _»

116 137 165 173 197
125 140 166 197
140 170
140
140
Bsp1407 | Mre |

COOGTGTACAGTATCATCTCAGI TGGAGT TAGAAGAAGCCT TTAGACT TTATGAGCTAAACAACGAT TCTGAACTCTTGATTCATGIGT TCOCTTGTGTA
GEECACATGTCATAGT AGAGT CAACCTCAATCT TCT TOGGAAAT CTGAAATACT CGAT T TGT TOCTAAGACT TGAGAACT AAGT ACACAAGGGAACACAT

3 . . . . . . 3 . .

I
205 222

Msc |

Hyi A | Hae |

EcoN | Apal | Gsu | Eae |
SfaN | A wig | Boml HnNDIII Bal |

| | | I I I
COCAGAAGGT CCTGEGATACCT TGTCCACGAGAACGATAAATCCAT CTACOGT AGAGGT GCACCCOCCTCCAGAAACCT TTAT TGTGOCAATGEOCACACT T
GGTCT TGCAGGACCCTACGGAACAGGT CCTCT TCTAT TTAGGT AGAT GECAT CTOCACGT GOCE0GACCT CT TTCGAAAT AACACGGT TACOGGT GTGAA

| I
315 356 366 373 390

319 356 366 390
356 390
390
Sty |
Ha I
Hoi A | Bsg | Aha |1 SfaN |
I

| |
TCOCAAGCCAAGCCGT TTCAACAGEOGT GCTCACT GTGOCATCTGCACAGACOGAAT ATGEEGACT TGRACCOCAACCGATATAAGT GCATCAACTGCAAACT
AGGT TOSGT TOBCAAAGT TGTOOGCACGAGT GACACGGTAGACGT GTCTGCT TATACOCCTGAACCTGOGGT TCCTATATTCACGTAGT TGACGT TTGA

3 ] | . . . . I . 3 . .

425 441 467 485
467
471
Sty |
Mun | Nco | Bsm |
Me | Dsa | Ppul0 |
Tsp45 | Bsm | SfaN | Nsi I
I

|| I I |
CTTGGT TCATAAGAAGTGOCATAAACT CGTCACAAT TGAAT GTGEBOGACAT TCT T TACCACAGGAACCAGT GATGOCCATGGATCAGTCATOCATCCAT
GAACCAAGTATTCTTCACGGTATT TGAGCAGT GT TAACT TACACCOCCOGT AAGAAACGEGTGT CCT TGGT CACT ACGEGT ACCTAGT CAGTAGGTACGTA

529 549 573 595
533 578 595
533 578 597
578
BspH | Hoh | Bsr D

I
TCTGACCATGCACAGACAGTAAT TCCATATAATCCT TCAAGT CATGAGAGT TTCGATCAAGT TGGT GAAGAAAAACGAGECAATGAACACCACEFAAAGT G
AGACTGGTACGTGTCTGTCATTAAGGTATAT TAGGAAGT TCAGTACTCTCAAACCTAGT TCAACCACTTCTTTTTCTOCGT TACT TGTGGTCOCTTTCAC

3 ] . . . . . 3 .

642 664 679
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Eco57 |
Bbv |1 Sca |
HnD Il Bbs | Ear | xceml

| | I |
GCAAACCT TCATOCAGT CTAGGTCT TCAGGAT TTTGAT TTGCTCOCEGTAATAGGAAGAGEAAGT TATGCCAAAGTACTGT TGGT TCGAT TAAAAAAAAC 800
CGT TTCGAAGTAGGT CAGATCCAGAAGT CCTAAAACT AAACGAGEOCCAT TATCCT TCTCCT TCAATACGGT TTCATGACAACCAACCTAATTTITTTTG

| L] L] | | L] L] (] L] | | L] . L]

704 722 755 770

722 774
724
BsrD | NspH | SfaN |

I |
AGATOGTATTTATGCAATGAAAGT TGTGAAAAAAGACCT TGT TAATGAT GATGAGGATAT TGAT TGEGTACAGACAGAGAACCATGT GT TTGAGCAGCA - 900
TCTAGCATAAATACGT TACTTTCAACACT TTTTTCTOGAACAATTACTACTACTCCTATAACTAACCCATGT CTGT CTCTTGGTACACAAACTOGTOCGT

3 . . . . . . 3 .

814 882 898

BsmA |
Bsa |
Bsm | BseR | Nde |

| | | |
TOCAATCATOCTTTOCT TGT TGRRCTGCAT TCTTGCT TTCAGACAGAAAGCAGAT TGT TCTTTGT TATAGAGTATGTAAATGGAGGAGACCTAATGTTTC 1000
AGGTTAGTAGGAAAGGAACAACOCGACGT AAGAACGAAAGT CTGTCT TTOGT CTAACAAGAAACAATATCTCATACAT TTACCTOCTCTGGATTACAAAG
L] . . L] . . L] L] | | . |
927 983 1000
986
986
NspH |
Eco57 | Pst | BspH |

I I I I
ATATGCAGOCACAAAGAAAACT TCCTGAAGAACAT GOCAGAT TTTACTCTGCAGAAATCAGT CTACCAT TAAAT TATCT TCATGAGOCAGSGATAATTTA 1100
TATACGTCECTGI TTCTTTTGAAGEACT TCT TGTACGGT CTAAAATGAGACGT CT TTAGT CAGATCGTAAT TTAATAGAAGTACTCECTOCCTATTAAAT
L] L] I L] L] . |
1025 1049 1080
1032
Eco57 | ai 11

Plel Hae | NspH | Eae |

[ 1 I |
TAGAGAT TTGAAACTCGACAATGTAT TACTGEACT CTGAAGGEOCACAT TAAACT CACTGACTACGECAT GTGT AAGGAAGGAT TACGEOCAGEAGATACA 1200
ATCTCTAAACT TTGACCTGI TACATAAT GACCT GAGACT TOOGGTGTAAT TTGAGT GACT GATGOOGTACACAT TCCT TCCTAATGCOGGT CCTCTATGT
L] L] L] I | . L] L]
1132 1140 1166 1186
1136 1186
BsrD | BseR | HnC 1l Ban 11 Hgi A |

| | I
ACCACCACTTTCTGTGGTACTCCTAATTACATTCCTOCCTGAAAT TTTAAGAGGAGAAGAT TATGGT TTCAGTGT TGACTGGTGEECTCTTGGAGIGCTCA - 1300
TGGTOGT GAAAGACACCATGACCGAT TAATGTAACGAGGACT TTAAAAT TCTCCTCT TCTAATACCAAAGT CACAACT GACCACOCCGAGAACCTCACGAGT

3 . . . . 3 . .

I I I
1230 1250 1273 1283 1294

Sac |
Hgi A |
BsmA | Ecl 136 ||
Bsa | Ban I Ear |

|l I I
TGITTGAGATGATGECAGCAAGGTCTCCATTTGATAT TGT TGEGAGCTOOCGATAACCCT GACCAGAACACAGAGCATTATCTCTTCCAAGT TATTTTGEA - 1400
ACAAACT CTACTACOGT CCT TCCAGAGGT AAACT ATAACAACCCT CGAGECTAT TAEGACTGGT CT TGT GT CTCCT AATAGAGAAGGT TCAATAAAACCT

1322 1344 1381
1323 1344
1344
1344
Bsu36 |
Axy |
Ava |1
Ear | PpuM |
Eco57 | Eco(Q109 | EcoN |

| | 1| |
AAAACAAATTOCCCATACCACGT TCTCTGI CTGT AAAACCTGCAAGT GT TCTGAAGAGT TT TCT TAATAAGGACCCTAAGGAACGATTAEGT TGTCATCCT - 1500
TTTTGITTAAGOGTATGGT GCAAGAGACAGACAT TTTCGACGT TCACAAGACT TCTCAAAAGAAT TAT TCCTGEGAT TCCT TGCTAACCCAACAGTAGEA
L] L] . L] L] | | | L] . | L]
1450 1469 1498
1452 1469
1470
1474
1474
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Acc65 | Dra | Ssp |

| |
CAAACAGEAT TTGCTGATAT TCAGEGACACCCGT TCT TOOGAAATGI TGAT TGEGATAT GATCCAGCAAAAACAGGTGGTACCTCCCT TTAAACCAAATA - 1600
GITTGICCTAAACGACTATAAGTOCCTGTGEECAAGAAGSCT TTACAACT AACCCTATACTACCTCGT TTTTGTCCACCATGGAGEGAAAT TTGGT TTAT

L] . . . L] | L] | . | L]
1578 1588 1597
1578
1578
Gsu |
Bpm | Bel |

I I
TTTCTGEEGAATTTGGT TTGGACAACT TTGAT TCTCAGT TTACTAATGAACCT GTOCAGCTCACT CCAGATGACCATGACAT TGTGAGGAAGAT TGATCA - 1700
AAAGACCCCT TAAACCAAACCT GT TGAAACTAAGAGT CAAATGAT TACT TGGACAGGT CCAGT GAGGTCTACTGCTACTGTAACACT CCTTCTAACTAGT
L] L] L] L] . L] L] L] L] I L]
1664 1695
1664
Pst |

I
GICTGAATTTGAAGGT TTTGAGTATATCAATCCTCI GATGTCTCCAGAAGAATGIGICTGA 1764
CAGACTTAAACT TOCAAAACT CATATAGT TAGGAGAAAACT ACAGACGT CTTCTTACACAGACT

3 . . . . .

I
1745

Restriction Endonucl eases site usage
Aat | - Bbv |1 1 BstY | - HnD |11 2 Psp1406 | -
Aat 11 - Bci V | - Bst 717 | - Hoa | - Pst |
Acc65 | 1 Bel | 1 Bsu36 | 1 Hoh | 3 Pvu |
Acc | - Bfr | - Btr | - Kas | - Pvu 11 -
Acl 1 - Bgl | - Bts | - Kpn | 1 Rsr |1 -
Al 11 - Bgl Il - crio | - Ksp | 1 Sac | 1
AL 1T 1 Blin I - dal - Me | 1 Sac 11 1
Age | - Blp I - Dra | 1 Mu I - Sal | -
Aha 11 1 Bpm | 2 Dra |11 - Mre | 1 Sap | 1
Ahd | - Bpul102 | - Drd | - Msc | 1 Sbf | -
A wad | 1 Bsa | 3 Dsa | 2 Min | 1 Sca | 1
A wWN | - BsaA | - Eae | 2 Nae | - SfaN | 4
Aor 51H | - BsaB | - Eag | - Nar | - Sfi | -
Apa | - BseR | 2 Ear | 4 Nco | 1 SgrA | -
ApalL | 1 Bsg | 1 Ecl 136 |1 1 Nde | 1 Sna |
Asc | - Bsi | - Eco47 111 - NgoM | - SnaB | -
Ase | - Bsi WI - Eco57 | 4 Nhe | - Spe | -
Asp700 | - Bsm | 3 EcoN | 2 Not | - Sph 1 -
Asp718 1 BsmA | 4 EcoO109 | 2 Nu | - Spl |
AspE | - BsnB | - EcoR | - Nsi | 1 Srf ol -
Asp | - Bsp120 | - EcoR V 1 NspH | 4 Sse8387 | -
Ava | - Bsp1407 | 1 Ehe | - Pac | - Ssp | 1
Ava |1 3 BspE | - Esp3 | - PaeR7 | - Stu | -
Avi | - BspH | 3 Esp | Pci | 1 Sty | 2
Avr 11 - BspM | - Fse | - PilIF I - Swa | -
Axy | 1 BspM I | - Fsp | - PfIMI 1 Tsp45 | 1
Bal | 1 BspLUL1 | 1 i 11 1 Plel 1 Tth11l | -
BarH | - BsrB | - Gsu | 2 Pre | - Xba | -
Ban I 2 BsrD | 4 Hae | 2 Pm | - Xca | -
Ban I11 - BssH I | - Hae |1 - Ppul0 | 1 Xho | -
Bbe 1| - Bst 1107 | - Hoa | 1 PpuM | 1 Xem | 1
BbrP | - BstB | - Hyi A | 4 PshA | - Xma | -
Bbs | 1 BstE |1 - Hyi E |1 - Psi | - Xm | -
Bbu | - Bst X | - HnC I 1
Enzyne Site Use Site position (Fragnment |ength) Fragnment order
Acc65 | g/ gt acc 1 1( 1577) 1 1578( 187) 2
Al 1T al/ crygt 1 1( 139) 2 140( 1625) 1
Aha 11 gr/cgyc 1 1( 466) 2 467( 1298) 1
A was | g/ tgcac 1 1( 355) 2 356( 1409) 1
ApalL | g/ tgcac 1 1( 355) 2 356( 1409) 1
Asp718 g/ gtacc 1 1( 1577) 1 1578( 187) 2
Axy | cc/ t nagg 1 1( 1473) 1 1474( 291) 2
Bal | tgg/ cca 1 1( 389) 2 390( 1375) 1
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Bbs | gaagac 2/6 1 1( 721) 2 722( 1043) 1

Bov 11 gaagac 2/ 6 1 1( 721) 2 722( 1043) 1

Bcl | t/gatca 1 1( 1694) 1 1695( 70) 2

Bsg | gtgcag 16/14 1 1( 440) 2 441( 1324) 1

Bspl1407 | t/gtaca 1 1( 204) 2 205( 1560) 1

BspLULl | a/catgt 1 1( 139) 2 140( 1625) 1

Bsu36 | cc/ t nagg 1 1( 1473) 1 1474( 291) 2

Dra | ttt/aaa 1 1( 1587) 1 1588( 177) 2

Ecl 136 Il gag/ctc 1 1( 1343) 1 1344( 421) 2

EcoR V gat/atc 1 1( 75) 2 76( 1689) 1

i 1 yggccg  -5/-1 1 1( 1185) 1 1186( 579) 2

Hya | gacgc 5/10 1 1( 466) 2 467( 1298) 1

HnC 1l gty/rac 1 1( 1272) 1 1273( 492) 2

Kpn | ggtac/c 1 1( 1577) 1 1578( 187) 2

Ksp | ccgce/ gg 1 1( 68) 2 69( 1696) 1

Me | c/aattg 1 1( 532) 2 533( 1232) 1

Mre | tccrac 20/18 1 1( 221) 2 222( 1543) 1

Msc | tgg/ cca 1 1( 389) 2 390( 1375) 1

Mun | c/aattg 1 1( 532) 2 533( 1232) 1

Nco | c/ cat gg 1 1( 577) 2 578( 1187) 1

Nde | ca/tatg 1 1( 999) 1 1000( 765) 2

Nsi | atgca/t 1 1( 594) 2 595( 1170) 1

Pci | a/ cat gt 1 1( 139) 2 140( 1625) 1

PfIMI ccannnn/ nt gg 1 1( 172) 2 173( 1592) 1

Plel gagtc 4/ 5 1 1( 1131) 1 1132( 633) 2

PpulO | a/ tgcat 1 1( 594) 2 595( 1170) 1

PpuM | r g/ gncey 1 1( 1468) 1 1469( 296) 2

Sac | gagct/c 1 1( 1343) 1 1344( 421) 2

Sac I ccgce/ gg 1 1( 68) 2 69( 1696) 1

Sap | gctctte 1/4 1 1( 164) 2 165( 1600) 1

Sca | agt / act 1 1( 773) 2 774( 991) 1

Ssp | aat/att 1 1( 1596) 1 1597( 168) 2

Tsp45 | / gt sac 1 1( 528) 2 529( 1236) 1

Xem | ccannnnn/ nnnntgg 1 1( 769) 2 770( 995) 1

Ban 11 grgcy/ c 2 1( 1282) 1 1283( 61) 3 1344( 421) 2

Bpm | ctggag 16/14 2 1( 365) 2 366( 1298) 1 1664( 101) 3

BseR | gaggag 10/8 2 1( 982) 1 983( 267) 3 1250( 515) 2

Dsa | c/ crygg 2 1( 68) 3 69( 509) 2 578( 1187) 1

Eae | y/ ggccer 2 1( 389) 3 390( 796) 1 1186( 579) 2

EcoN | cct nn/ nnnagg 2 1( 318) 2 319( 1179) 1 1498( 267) 3

EcoQ109 | rg/ gnccy 2 1( 115) 3 116( 1353) 1 1469( 296) 2

Gsu | ctggag 16/14 2 1( 365) 2 366( 1298) 1 1664( 101) 3

Hae | wgg/ ccw 2 1( 389) 3 390( 750) 1 1140( 625) 2

HnDIIl alagctt 2 1( 372) 2 373( 331) 3 704( 1061) 1

Pst | ctgca/ g 2 1( 1048) 1 1049( 696) 2 1745(  20) 3

Sty | ¢/ cwagg 2 1( 470) 2 471( 107) 3 578( 1187) 1

Ava 11 g/ gnece 3 1( 32 3 33( 15) 4 48( 1422) 1
1470( 295) 2

Bsa | ggtctc 1/5 3 1( 196) 4 197( 789) 1 986( 336) 3
1322( 443) 2

Bsm | gaat gc /-1 3 1( 548) 2 549( 48) 4 597( 330) 3
927( 838) 1

BspH | t/catga 3 1( 79) 4 80( 562) 2 642( 438) 3
1080( 685) 1

Hoh | got ga 8/7 3 1( 53) 4 54( 116) 3 170( 494) 2
664( 1101) 1

BsmA | gtctc 1/5 4 1( 136) 4 137( 60) 5 197( 789) 1
986( 337) 3 1323( 442) 2

BsrD | gcaatg 2/0 4 1( 124) 5 125( 554) 1 679( 135) 4
814( 416) 3 1230( 535) 2

Ear | ctcttc 1/4 4 1( 165) 4 166( 589) 2 755( 626) 1
1381( 71) 5 1452( 313) 3

Eco57 | ctgaag 16/14 4 1( 723) 1 724( 301) 4 1025( 111) 5
1136( 314) 3 1450( 315) 2

Hoi A | gwgcw ¢ 4 1( 355) 3 356( 69) 4 425( 869) 1
1294( 50) 5 1344( 421) 2

NspH | rcatgly 4 1( 139) 4 140( 742) 1 882( 150) 3
1032( 134) 5 1166( 599) 2

SfaN | gcatc 5/9 4 1( 314) 3 315( 170) 4 485( 88) 5
573( 325) 2 898( 867) 1

109 sites found
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No Sites found for the following Restriction Endonucl eases

Aat |
Aat |1
Acc |
Acl |
Al I
Age |
Ahd |
A wN |
Aor 51H |
Apa |
Asc |
Ase |
Asp700 |
AspE |
Asp |
Ava |
Avi |
Avr |1
BanmH |

agg/ cct BsnB |
gacgt/c Bsp120 |
gt/ nkac BspE
aal/cgtt BspM |
c/ttaag BspM | |
a/ ccggt BsrB
gacnnn/ nngt ¢ BssH |1
cagnnn/ctg Bst 1107
agc/ gct BstB |
gggcec/ ¢ BstE |1
gg/ cgcgcee Bst X
at/taat BstY I
gaann/nnttc Bst Z17 |
gacnnn/ nngt ¢ Btr
gacn/ nngt c Bts |
c/ycgrg cfrio |
tgc/ gca da

c/ ct agg Dra 111
g/ gatcc Drd |

at / cgat Eag
ggcge/ ¢ Eco47 |1
cac/gtg EcoR
gcatg/c Ehe |
gtatcc 6/5 Esp3 |
c/ttaag Esp
gcennnn/ ngge Fse

a/ gat ct Fsp

c/ ct agg Hae |
gc/ t nagc HJi E |1
gc/ t nagc Hpa
yac/ gtr Kas

gat nn/ nnat ¢ Mu I
ctcgtg -5/-1 Nae

c/ gt acg Nar

cgtctc 1/5

g/ ggccc
t/ccgga
acctgc
t/ccgga
gagcgg
g/ cgcgce
gta/tac
tt/cgaa
o/ gt nacc
ccannnnn/ nt gg
r/ gatcy
gta/tac
cac/gtc
gcagtg

r/ ccggy
at/ cgat
cacnnn/ gtg
gacnnnn/ nngt ¢
¢/ ggccg
agc/ gct
g/ aattc
ggc/ gcc
cgtctc
gc/ t nagc
ggccegg/ cc
tgc/ gca
rgcgely
accnnnnnnggt
gtt/aac

g/ gcgcec

a/ cgcgt

gcc/ ggce

gg/ cgcce

4/ 8
-3/-3

2/0

1/5

NgoM |

Nhe
Not

Nu
Pac

PaeR7 |
PFIF I

Prre
P

PshA |

Psi

Psp1406 |

Pvu

Pvu 11
Rsr 11

Sal
Sbf
Sfi

SgrA |
Sma |
SnaB |

Spe
x4
Srf

Sse8387 |

Stu
Swa

Tth1ll |

Xba
Xca
Xho
Xma
xXm

g/ ccggce

g/ ctagc

gc/ ggeege
tcg/ cga
ttaat/taa
c/tcgag
gacn/ nngt ¢
gttt/ aaac
cac/gtg
gacnn/ nngt ¢
tta/taa
aal/cgtt
cgat/cg
cag/ctg

cg/ gweeg

g/ tcgac
cctgcal/ gg
ggccnnnn/ nggcc
cr/ccggyg

ccc/ ggg
tac/gta

a/ ct agt
gcatg/c

c/ gt acg
gccc/ gggce
cctgcal/ gg
agg/ cct
attt/aaat
gacn/ nngt ¢
t/ctaga
gta/tac
¢/t cgag

¢/ ccggg
gaann/nnttc
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