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hPK Calpha ORF -> Full Restriction Map
DNA sequence 2019 bh.p. ATGCTGACGIT ... AGIQCAGTATGA |inear

Positions of Restriction Endonucl eases sites (unique sites underlined)

Esp3 | Dra lll
BsnB | Msc | Bsi |

Xma | Hoa | Hae | Hgi A

Sma Dsa | BsmA | Eae | Apal | Hph |

Ava | Plel Aha |1 Bal | Hae 11 A wa4 |
|

| | | |
ATGECTGACGT T TTOOOEEECAACGACT CCACCE0GT CT CAGGACGT GECCAACCECT TGEOOOCCAAAGEEEOCCT GACCCAGAAGAACGT GCCACGAGSG 100
TACCGACTGCAAAAGSEOCOGT TACT GAGGT GOOCCAGAGT CCTGCACOGGT TAEOGAAGCEEE0GT TTAOOCEOGACT COGTCT TCT TACACGTGCTCC

y I . N R N T B | - . © . ol |

15 25 33 47 72
15 29 36 47 91 99
15 34 47 91

35 47 94

35 94

Bsg |
A WN |
Ava |1 BssH I | Pst 1| Bts |

| | |1 11
TGAAGGACCACAAAT TCATOBOEOECT TCT TCAAGCAGCOCACCT TCTGCAGOCACTGCACOGACT TCATCTGAEEGT TTGEEAAACAAGCTTCCAGIG - 200
ACTTCCTGGTGI TTAAGT AGOCCEOGAAGAAGT TOGTCEEGT GGAAGACGT CBGTGACGT GACTGAAGT AGACCOCCAAACCCT TTGT TOCGAAGGTCAC

3 . . . | | | . .

I
105 121 147 154

150
156
Ava |1
PpuM |
Ava || EcoQ109 |

| [l
CCAAGI TTCCTGI GTIGGTOCACAAGAGGTGOCATGAATTTGT TACTTTTTCT TGT COGEGT GOCGATAAGCEGACOCGACACT GATGACCOCAGGAGC 300
GGT TCAAACGACAAAACACCAGGT GT TCTOCACSGTACT TAAACAAT GAAAAAGAACAGEOCCACEOCTAT TOOCTGECTGTGACTACTGEEGTCCTOG

3 . . . . . I | 3 . .

219 273
273
274
Bts | BspM |
Tsp45 | Tsp45

| | | I
AACCACAAGT TCAAAATOCACACT TACCGAAGCOCCACCT TCTGOGATCACTGT GAGTCACTGCTCTATGGACT TATOCATCAAGGGATGAAATGTGACA 400
TTOGTGI TCAAGT TTTAGGTGT GAATGCCT TOCEEGET CGAAGACGECTAGT GACACOCAGT GACGAGATACCTGAATAGGTAGT TACCTACT TTACACTGT

357 395

359 400
Psp1406 | Hya |
Acl | BsrD | Al WN | Ear |

I I I I |
CCTGOCATATGAACGT TCACAAGCAATGOGT CAT CAATGT COCCAGCCT CTGOGGAATCGAT CACACT GAGAAGAGEEEECGEEATTTACCTAAAGCTGA - 500
GGACCCTATACT TGCAAGT GI TOGT TACGCAGT AGT TACAGEEGT OCGAGACCCT TACCTAGT GTGACT CTTCTCOOOCECCTAAATGGAT TTOCGACT

L] | L] | L] L] L] L] L] L] L] L]
412 423 444 471
412 428
BstY |
Tsp4S | SfaN | BanmH | BstY |

I I I I
GGTTGCTGATGAAAAGCTCCATGICACAGT ACGAGATGCAAAAAAT CTAATOOCTAT GGATCCAAACGERCT TTCAGATCCTTATGTGAAGCTGAAACTT - 600
COCAACGACTACTTTTOGAGGTACAGIGTCATACTCTACGT T AGATTACRGATACCTAGGT T TAOOOGAAAGT CTAGGAATACACT TOCGACTTTGAA

[ ] [ ] | L] | L] [ ] | L] L] [ ] [ ] ]
523 535 558 576
558
BsrB | Bts | Ple | Eco57 |

| | I |
ATTOCTGATOCCAAGAAT GAAAGCAACCAAAAAACCAAAACCAT COGCT CCACACTAAAT COCCAGTGGAATGAGT CCTTTACAT TCAAATTGAAACCTT - 700
TAACGACTAGEGT TCTTACTTTGGT TCGT TTTTTGGT TTTGGTAGECGAGGTGTGAT TTAGEOGT CACCT TACTCAGGAAATGTAAGT TTAACT TTGCGAA

3 ] . . . . | . 3 .

I | e
645 663 673 698
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Xm | BstY I

PshA | Asp700 | BarmH |

| | |
CAGACAAACGACCGACCGACT GTCTGT AGAAAT CTGECACT GEGATOGAACAACAACCAAT GACT TCATGECGATOCCT TTOCT TTGGAGI TTCGGAGCTGAT - 800
GICTGI TTCTGECTCCTGACAGACATCTTTAGACOCT GACCCTACCT TGI TGT TOCT TACTGAAGT ACCCTAGCGAAACGAAACCT CAAAGCCTCGACTA

L] I L] L] L] L] | L] L] L] L] L]
713 756 769
756 769
ai 11
Eae |
NgoM |
Nae |
ario | Sca | BspM I |
SfaN 1 PfIMI Hoh | BspE |

|| I || I
GAAGATGOOGE0CAGT GGATGGTACAAGT TGCT TAACCAAGAAGAAGGT GAGT ACTACAACGT ACCCAT TCOGGAAGGEGACGAGGAAGGAAACATGGAA - 900

CTTCTACGEOOEGTCACCTACCATGT TCAACGAAT TAGT TCT TCT TOCACTCATGATGT TACATGEGTAAGEOCT TCOOCTACTCCTTOCT TTGTACCT T

804 812 847 870
807 851 870
807
807
809
809
Bbv |1
Bbs |
Bal | Eco57 | Mre |

| | I
CTCAGCCAGAAAT TCGAGAAAGCCAAACT TECCCTCCTECAACAAAGT CATCAGT CCCTCTGAAGACAGGAAACAACCT TCCAACAACCTTGACCEAG - 1000
GAGTCOOGTCTTTAAGCTCT TTOGGT T TGAACCEEGACGACOGT TGT TTCAGTAGTCAGSGAGACT TCTGTCCT T TGT TAGAAGGT TGT TGGAACTAECTC
932 962 982
964
964
SfaN |

Hoh |

||
TGAAACTCACGGACT TCAAT T TCCTCATGGT GT TGEGAAAGGEECAGT TTTCEAAAGGT GATGCT TAOOGACAGEAAGSECACAGAAGAACT GTATGCAAT - 1100
ACTTTGAGIGCCTGAAGT TAAAGGAGT ACCACAACCCT TTCOCCTCAAAACCT TTOCACT ACGAACGEECTGITCCT TAOOGT GTCT TCTTGACATACGT TA

1056

1059
Sty |
Nco |
Dsa |
Hyi A |
Eco57 | ApaL |
EcoN | Hoh | A was | Plel Hya |

| I I I I I
CAAAATCCTGAAGAAGGAT GT GGT GATTCAGGAT GAT GACGT GGAGT GCACCAT GGTAGAAAAGOGAGT CTTGBOCCTGCT TGACAAACCOOOGTTCTTG - 1200
GTTTTAGGACTTCTTOCTACACCACTAAGT OCTACTACTGCACCT CACGT GGTACCATCT T T TOGCT CAGAACOGEGACGAACT GT TTGREEGCAAGAAC

I I L] L] | L] L] L] L] I L] L] I
1107 1122 1146 1166 1200
1108 1146
1146
1151
1151
1151
Ava |1
Bsg | PpuM |
Pvu Il PfIMI HnC Il EcoQ109 |

| | | | |
ACGCACCTGCACTOCTCCT TOCAGACAGT GEATCEECTGTACT TAGT CAT GGAATATGT CAACGGT GEEGACCTCATGTACCACAT TCAGCAAGTAGGAA - 1300
TGOGTOGACGT GAGGACGAAGGT CTGTCACCT AGCOGACAT GAAGCAGTACCT TATACAGT TGOCACOOCTGGAGT ACATGGTGTAAGT CGT TCATCCT T

| | L] L] . L] . | L] | | L] L] . L]
1204 1221 1258 1268
1207 1268
1269
Eco57 |
BsaB | BstY I

I | |
AATTTAAGGAACCACAAGCAGT AT TCTATGOCECAGACGAT TTOCATCGGATTGT TCTTTCTTCATAAAAGACGAATCAT TTATAGGGATCTGAAGT TAGA 1400
TTAAATTCCTTGGTGI TAGTCATAAGATACEOCGTCTCTAAAGGTAGCCTAACAAGAAAGAAGT AT TTTCTCCT TAGTAAATATCCCTAGACT TCAATCT
L] L] L] L] L] | I L]
1338 1386
1390
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Ava |1
Tspd5 | PpuMI
Mre | Ple | EcoQ109 | Ple |

| || | | |
TAACGT CATGI TGGAT TCAGAACGACATATCAAAAT TCCTGACT T TGEGATGT GCAAGGAACACAT GATCEATGCGAGT CACGACCACGACCTTCTGTASG - 1500
ATTCCAGTACAACCTAAGTCTTCCTGTATAGT TTTAACGACTGAAACCCTACACGT TCCT TGT GTACTACCTACCT CAGTGCTGGTOCTGEAAGACACCC

I I
1410 1475 1486 1500

1477 1486

1487
Gsu | Hia |
Bpm | Aha 11

I N
ACTCCAGATTATATOBCOCCAGAGATAATCCCT TATCAGOCGTATCCAAAAT CTGTGGACTGGTGEEOCTATGEOGTCCTGT TGTATGAAATGCTTACOG 1600
TGAGGT CTAATATAGOGEEGT CTCTAT TAGOGAATAGT CEECATACCT T T TAGACACCT GACCACCOGGAT ACOCCAGEACAACATACT TTACGAACEEC

|
1502 1573
1502 1574
Psp1406 |
Bov |1 Acl |
PIIMI  Hph | Bbs | Hoi A | Sty |

GGECACCCTOCATTTGATGGT GAAGAT GAAGACGAGCT AT TTCAGT CTATCATCGAGCACAACGT TTOCTATOCAAAATCCT TGTCCAAGGAGECTGI TTC - 1700
COGTOSGAGGTAAACTACCACT TCTACT TCTGCTCGATAAAGT CAGATAGTACCTCGT GT TGCAAAGGATAGGT TTTAGGAACAGGT TOCTCOGACAAAG

|. | . | . L] . | | L] L] | . L]
1609 1618 1627 1654 1685
1627 1660
1660
Sph |
Bsu36 | NspH | BspM | |
Bst X | Axy | Bbu | BspE |

| I |
TATCTCCAAAGCGACTGAT GACCAAACACCCACCCAACOEECTCEECT G GEE0CT GAGEEEGAGACEEACGT GAGAGAGCATACCT TCTTOOCGAGGATC - 1800
ATAGACGT TTCCTGACTACTGGT TTGTGEGTCEGT TOBCOGACOCGACACCOREACT COCCCT CTCOCTGCACTCTCTCGT ACGEAAGAAGECCTCCTAG

3 . . . . . . 3 .

I
1733 1753 1779 1790

1753 1779 1790
1779
Gsu | zsthl |
u —_—
Bpm | BstY I Bsi |

| I | |
GACTCEEAAAAACT CCAGAACAGEGAGATOCAGOCACCAT TCAAGOCCAAAGT GTGTGECAAACGAGCAGAGAACT TTGACAAGT TCTTCACACGAGAC 1900
CTGACCCTTTTTGACCTCT TGT COCTCTAGGTOGGTGGTAAGT TOASGT TTCACACACCGT TTOCTOGT CTCTTGAAACTGT TCAAGAAGT GTACTCCTG

3 . . . . . 3 . | | .

I
1813 1826 1892

1813 1898
1898
Hgi A
Pvu |1 Apal |
Bl | HnC Il Awid |

| | | |
AGCOOGT CTTAACACCACCTGATCAGCTGGT TAT TGCTAACATAGACCAGT CTGAT TT TGAAGSGT TCTOGTATGT CAACCCCCAGT TTGTGCACOCCAT - 2000
TOGEECAGAAT TGTGGTGGACTAGT CGACCAATAACGAT TGTATCTGGTCAGACT AAAACT TAOCAAGAGCATACAGT TAEEEGT CAAACACGT GAGTA

3 I . . . . . 3 .

I I
1920 1975 1990

1924 1990
1990
Bsg |
CTTACAGAGITGCAGTATGA 2019
GAATGTCTCACGTCATACT
| o
2009

Restriction Endonucl eases site usage

Aat | - Bbv I 2 BstY | 5 HnD Il - Psp1406 | 2
Aat |1 Bci V | - Bst 717 | - Hoa | - Pst | 1
Acc65 | - Bel | 1 Bsu36 | 1 Hoh | 5 Pvu | -
Acc | - Bfr | - Btr | - Kas | - Pvu Il 2
Acl | 2 Bgl | 1 Bts | 3 Kpn | - Rsr |11 -
Al 11 - Bgl Il - crio | 1 Ksp | Sac | -
Al 111 - Bin I - dal - Me | - Sac |1 -
Age | Blp I Dra | - Mu I - Sal | -
Aha 11 Bpm | Dra |11 1 Mre | 2 Sap | -
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Ahd | 1 Bpul102 | - Drd | - Msc | 1 Sbf | -
A wad | 3 Bsa | - Dsa | 2 Min | - Sca | 1
A wWN | 2 BsaA | - Eae | 2 Nae | 1 SfaN | 3
Aor 51H | - BsaB | 1 Eag | - Nar | - Sfi | -
Apa | - BseR | - Ear | 1 Nco | 1 SgrA | -
ApalL | 3 Bsg | 3 Ecl 136 |1 - Nde | - Sna | 1
Asc | - Bsi | 2 Eco47 111 - NgoM | 1 SnaB | -
Ase | - Bsi WI - Eco57 | 4 Nhe | - Spe | -
Asp700 | 1 Bsm | - EcoN | 1 Not | - Sph | 1
Asp718 - BsmA | 1 EcoQ109 | 3 Nu | Spl | -
AspE | 1 BsnB | 1 EcoR | - Nsi | - Srf ol -
Asp | - Bsp120 | - EcoR V - NspH | 1 Sse8387 | -
Ava | 1 Bsp1407 | - Ehe | - Pac | - Ssp | -
Ava 11 5 BspE | 2 Esp3 | 1 PaeR7 | - Stu | -
Avi | - BspH | - Esp | - Pci | - Sty | 2
Avr 11 - BspM | 1 Fse | - PilIF I - Swa | -
Axy | 1 BspM I | 2 Fsp | - PfIMI 3 Tsp45 | 4
Bal | 1 BspLUL1 | - i 11 1 Plel 5 Tth11l | -
BanH | 2 BsrB | 1 Gsu | 2 Pre | - Xba | -
Ban I - BsrD | 1 Hae | 1 Pm | - Xca | -
Ban I11 - BssH | | 1 Hae |1 1 Ppul0 | - Xho | -
Bbe 1| - Bst 1107 | - Hoa | 4 PpuM | 3 Xem | -
BbrP | - BstB | - Hyi A | 4 PshA | 1 Xma | 1
Bbs | 2 BstE |1 - Hyi E | - Psi | - Xm | 1
Bbu | 1 Bst X | 1 HnC Il 2

Enzyne Site Use Site position (Fragnment |ength) Fragnment order

And | gacnnn/ nngt ¢ 1 1( 1897) 1 1898( 122) 2
Asp700 | gaann/nnttc 1 1( 755) 2 756( 1264) 1
AspE | gacnnn/ nngt ¢ 1 1( 1897) 1 1898( 122) 2
Ava | c/ycgrg 1 1( 14) 2 15( 2005) 1
Axy | cc/ t nagg 1 1( 1752) 1 1753( 267) 2
Bal | tgg/ cca 1 1( 46) 2 47( 1973) 1
Bou | gcatg/c 1 1( 1778) 1 1779( 241) 2
Bel | t/gatca 1 1( 1919) 1 1920( 100) 2
Bgl | gcennnn/ ngge 1 1( 931) 2 932( 1088) 1
BsaB | gat nn/ nnat ¢ 1 1( 1337) 1 1338( 682) 2
BsmA | gtctc 1/5 1 1( 35 2 36( 1984) 1
BsnB | cgtctc 1/5 1 1( 34) 2 35( 1985) 1
BspM | acct gc 4/ 8 1 1( 399) 2 400( 1620) 1
BsrB | gagcgg -3/-3 1 1( 644) 2 645( 1375) 1
BsrD | gcaatg 2/0 1 1( 422) 2 423( 1597) 1
BssH |1 g/ cgcgce 1 1( 120) 2 121( 1899) 1
Bst X | ccannnnn/ nt gg 1 1( 1732) 1 1733( 287) 2
Bsu36 | cc/ tnagg 1 1( 1752) 1 1753( 267) 2
Cfr1o | r/ ccggy 1 1( 806) 2 807( 1213) 1
Dra 111 cacnnn/gtg 1 1( 93) 2 94( 1926) 1
Ear | ctcttc 1/4 1 1( 470) 2 471( 1549) 1
EcoN | cct nn/ nnnagg 1 1( 1106) 1 1107( 913) 2
Esp3 | cgtctc 1/5 1 1( 34) 2 35( 1985) 1
i I yggeeg  -5/-1 1 1( 808) 2 809( 1211) 1
Hae | wgg/ ccw 1 1( 46) 2 47( 1973) 1
Hae 11 rgcgcly 1 1( 71) 2 72( 1948) 1
Msc | tgg/ cca 1 1( 46) 2 47( 1973) 1
Nae | gcce/ ggce 1 1( 806) 2 807( 1213) 1
Nco | c/ cat gg 1 1( 1150) 1 1151( 869) 2
NgoM | g/ ccggce 1 1( 806) 2 807( 1213) 1
NspH | rcatg/y 1 1( 1778) 1 1779( 241) 2
PshA | gacnn/ nngt ¢ 1 1( 712) 2 713( 1307) 1
Pst | ctgca/g 1 1( 146) 2 147( 1873) 1
Sca | agt/ act 1 1( 850) 2 851( 1169) 1
Sma | ccc/ ggg 1 1( 14) 2 15( 2005) 1
Sph | gcatg/c 1 1( 1778) 1 1779( 241) 2
Xma | c/ ccggg 1 1( 14) 2 15( 2005) 1
Xmm | gaann/nnttc 1 1( 755) 2 756( 1264) 1
Acl | aal cgtt 2 1( 411) 2 412( 1248) 1 1660( 360) 3
Aha 11 gr/ cgyc 2 1( 32) 3 33( 1540) 1 1573( 447) 2
A wWN | cagnnn/ctg 2 1( 149) 3 150( 294) 2 444( 1576) 1
BanH | g/ gatcc 2 1( 557) 2 558( 211) 3 769( 1251) 1
Bbs | gaagac 2/6 2 1( 963) 1 964( 663) 2 1627( 393) 3
Bov |1 gaagac 2/6 2 1( 963) 1 964( 663) 2 1627( 393) 3
Bpm | ctggag 16/14 2 1( 1501) 1 1502( 311) 2 1813( 207) 3
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Bsi | ctcgtg -5/-1 2 1( 93) 3 94( 1798) 1 1892( 128)

BspE | t/ccgga 2 1( 869) 2 870( 920) 1 1790( 230)

BspM I | t/ccgga 2 1( 869) 2 870( 920) 1 1790( 230)

Dsa | c/ crygg 2 1( 28) 3 29( 1122) 1 1151( 869)

Eae | y/ ggccr 2 1( 46) 3 47( 762) 2 809( 1211)

Gsu | ctggag 16/14 2 1( 1501) 1 1502( 311) 2 1813( 207)

HnC 1l gty/rac 2 1( 1257) 1 1258( 717) 2 1975(  45)

Mre | tccrac 20/18 2 1( 981) 1 982( 428) 3 1410( 610)

Pspl406 | aa/cgtt 2 1( 411) 2 412( 1248) 1 1660( 360)

Pvu |1 cag/ctg 2 1( 1203) 1 1204( 720) 2 1924( 96)

Sty | ¢/ cwagg 2 1( 1150) 1 1151( 534) 2 1685( 335)

Awad | g/ tgcac 3 1( 90) 3 91( 1055) 1 1146( 844)
1990( 30) 4

ApalL | g/ tgcac 3 1 90) 3 91( 1055) 1 1146( 844)
1990( 30) 4

Bsg | gtgcag 16/14 3 1( 155) 3 156( 1051) 1 1207( 802)
2009( 11) 4

Bts | gcagtg 2/0 3 1( 153) 4 154( 205) 3 359( 304)
663( 1357) 1

EcoO109 | rg/gnccy 3 1( 272) 3 273( 995) 1 1268( 218)
1486( 534) 2

PfIMI ccannnn/ nt gg 3 1( 811) 1 812( 409) 3 1221( 388)
1609( 411) 2

PpuM | r g/ gwcey 3 1( 272) 3 273( 995) 1 1268( 218)
1486( 534) 2

SfaN | gcatc 5/9 3 1( 534) 2 535( 269) 3 804( 255)
1059( 961) 1

Eco57 | ctgaag 16/14 4 1( 697) 1 698( 264) 4 962( 146)
1108( 282) 3 1390( 630) 2

Hya | gacgc 5/10 4 1( 33) 5 34( 394) 3 428( 772)
1200( 374) 4 1574( 446) 2

Hoi A | gwgcw ¢ 4 1( 90) 4 91( 1055) 1 1146( 508)
1654( 336) 3 1990( 30) 5

Tsp45 | / gt sac 4 1( 356) 3 357( 38) 5 395( 128)
523( 954) 1 1477( 543) 2

Ava 11 g/ gnece 5 1( 104) 5 105( 114) 4 219( 55)
274( 995) 1 1269( 218) 3 1487( 533)

BstY I r/ gatcy 5 1( 557) 2 558( 18) 6 576( 193)
769( 617) 1 1386( 440) 3 1826( 194)

Hoh | gogt ga 8/7 5 1 98) 5 99( 748) 1 847( 209)
1056( 66) 6 1122( 496) 2 1618( 402)

Plel gagtc 4/ 5 5 1 24) 6 25( 648) 1 673( 493)
1166( 309) 4 1475( 25) 5 1500( 520)

134 sites found
No Sites found for the following Restriction Endonucl eases

Aat | agg/ cct BspH | t/catga Nu | tcg/ cga

Aat 11 gacgt/c BspLULLl | a/catgt Nsi | atgca/t

Acc65 | g/ gt acc Bst 1107 | gta/tac Pac | ttaat/taa

Acc | gt/ nkac BstB | tt/cgaa PaeR7 | c/tcgag

Al 11 c/ttaag BstE |1 o/ gt nacc Pci | a/ cat gt

AL T al crygt BstZ17 | gta/tac PfIF I gacn/ nngt ¢

Age | a/ ccggt Btr | cac/gtc Pre | gttt/ aaac

Aor51H | agc/ gct dal at/ cgat P | cac/gtg

Apa | gggcec/ ¢ Dra | ttt/aaa Ppul0 | a/tgcat

Asc | gg/ cgcgcee Drd | gacnnnn/ nngt c Psi | tta/taa

Ase | at/taat Eag | ¢/ ggccg Pvu | cgat/cg

Asp718 g/ gtacc Ecl 136 Il gag/ctc Rsr 11 cg/ gwecg

Asp | gacn/ nngt c Eco47 |11 agc/gct Sac | gagct/c

Avi | tgc/ gca EcoR | g/ aattc Sac |1 ccgce/ gg

Avr 11 c/ ct agg EcoR V gat/atc Sal | g/ tcgac

Ban 11 grgcy/ c Ehe | ggc/ gcc Sap | gctctte 1/4

Ban 111 at / cgat Esp | gc/ t nage Sbf | cctgcal/ gg

Bbe | ggcgce/ ¢ Fse | ggcegg/ cc Si | ggcecnnnn/ nggec

BbrP | cac/gtg Fsp | tgc/ gca SgrA | cr/ccggyg

Bci VI gtatcc 6/5 HJ E |1 accnnnnnnggt SnaB | tac/gta

Bfr | c/ttaag HnDIIl alagctt Spe | a/ ct agt

Bgl 11 a/ gat ct Hoa | gtt/aac Spl | ¢/ gtacg

Blnl c/ ct agg Kas | g/ gcgcce Srf o gccec/ ggge

Blpl gc/ t nagc Kpn | ggtac/c Sse8387 | cctgcal/ gg
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Bpul102 | gc/tnagc

Bsa | ggtctc
BsaA | yac/ gtr
BseR | gaggag
Bsi WI c/ gt acg
Bsm | gaat gc

Bsp120 | g/ ggccc
Bsp1407 | t/gtaca

1/5
10/8
1/-1

Ksp
Me
M u

ccgce/ gg Ssp |
claattg Stu |
a/ cgcgt Swna |
claattg Tthlll |
gg/ cgcce Xba |
ca/tatg Xca |
g/ ct agc Xho |
gc/ ggeege Xem |

aat/att

agg/ cct

attt/aaat

gacn/ nngt ¢
t/ctaga

gta/tac

c/tcgag
ccannnnn/ nnnnt gg
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