##H DNA Strider™ 1.2 ### Tuesday, January 10, 2006 4:40:14 PM

MPK Cdelta ORF.NM_011103 [1 to 2025] -> Full Restriction Map
DNA sequence 2025 b.p. ATG3CACCCTTC ... CTGGACATTTAA  linear

Positions of Restriction Endonucl eases sites (unique sites underlined)

SfaN |

Fsp |

Avi | Ban ||

| | |
ATGECACCCT TOCTAORCATCTCCT TCAAT TCCTATGAGCTGEECTCCCTGCAAGT TGAGGACGAAGCAARCCAGCCT TTCTGTGCTGTGAAGATGAAGG 100
TACCGT GEGAAGGACEOGT AGAGEAAGT TAAGGATACT CGACCOCACGIACGT TCAACT CCTGCT TOGT TOGGTOGEAAAGACACGACACTTCTACTTCC

L] | | L] L] L] I L] L] . L] L] .
14 42
14
17
Psp1406 |
[ 1
Bbv || Bov || Hja |
Bbs | Bci V | Bbs | Aha 11

I | I I I
AGCCACT CAGCACAGAGOCACEEAACGACACT GGTACAGAAGAAGOCCACCAT GTATCCT GAGT GGAAGACAACGT TCGACBCOCACATCTATGAAGOOG 200
TOOGTGAGT CGTGTCTOSCTOOCT TCTGTGACCATGTI CTTCT TOSEGTGETACATAGGACT CACCT TCTGI TGCAAGCT GOBEGT GTAGATACT TOCESC
L] L] | L] L] L] | L] I L] I | L] L] L]
123 153 165 178
123 165 178
171
171
Hae 11
AspE | Eco47 111
Bbv 11 Aor 51H |
Bbs | Esp |
Eco57 | Bpul102 |
SfaN | Pvu Il Ahd | Tsp45 | Scal Blp
I U I I
TGTTATCCAGAT TGTGCT GATGOBEECACCT CAAGACCOOGT GTCTGAGGT CACGGT GEE0GT GT CAGTACT GBCT GAGOCCT GCAAGAAGAACAACEEC 300
ACAATAGGT CTAACACCGACT ACBOOCGT CGACT TCTCEEECACAGACT CCAGT GOCACCOBCACAGT CATGACCGACTOEOGACGT TCTTCTTGT TACOG

L] | L] | I | | L] L] L] L] L] L]

219 227 235 250 267 274
230 274
232 274

232 278

235 278

278

Bsu36 |
Pst | Hae | Gu |
BstY | Axy | Sty | Bsg | Bom | BseR |

| | | 1 | I I I
AAGGCTGAGT TCTGACT GGATCTGCAGOCT CAGBOCAAGGT GCTGATGT GT GTGCAGT AT T TOCTGGAGGATGRECATTACAAACAGTCTATGOGTAGTG 400
TTCOGACTCAAGACOGACCT AGACGT OGGAGT OOGGT TOCACGACT ACACACACGT CATAAAGGACCTOCTACOOCTAACGT TTGTCAGATACGCATCAC
. I . | L] | | . . | . | . . . I
318 328 335 352 364 400
322 332 364
328
BstY I
BseR | Me | Hae | Bsi |

| I I I I
AGGAGGAGECAAAGT T TOCAACCATGAACOGT CGT GGAGOCAT TAAACAGECCAAGATOCACTACAT CAAGAACCACGAGI TTATCBOCACCTTCTTGEG - 500
TOCTOCTOOGT TTCAAAGGT TGGTACT TGECAGCACCTCGGTAAT TTGT COGGT TCTAGGTGATGTAGT TCT TGGT GCTCAAATAGCGEGT CGAAGAAGRCC
| L] | L] . L] | L] | L] . | L] L] .
403 417 449 475
455

Ppul0 |
EcoOL09 | BsrD | NSi |

I I
GCAGOCCACCTTCTGI TCTGT GTGCAAAGAGT TTGT CTGEEECCT CAACAAGCAAGGECT ACAAAT GCAGECAAT GCAACCCTGCCATOCACAAGAAATAC 600
OGTCEEGETCEAAGACAAGACACACGT TTCTCAAACAGACOOCERAGT TGT TCGT TOCGATGT TTACGT GOGT TAGGT TAOGACGSGTAGGTGI TCTTTACG
L] L] . L] L] L] L] L] | .
539 570 597
597
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Bsg |
ai 11
Eag | Hoh |
Eae | Bts | NspH |

I I I I I
ATTGACAAGAT TAT CBE00CCTCCACT GBCACT GOCACCAAT AGCOGEGACACCATCT TOCAGAAAGAACGCT TCAACATCGACATGOCTCACCGATTCA
TAACTGI TCTAATAGCOGE0GACGT GACOGT GACGGTGGT TATCEEO0CT GT GGTAGAAGGTCT T TCT TAOGAAGT TGTACCT GTACCGAGT GECTAAGT

615 630 683
615 690
615
621
Psi | Ban |1 Tsp45 | Hoh |

| I I
AGGT TTATAACT ACATGAGOCOCACCT TCT GT GACCACT GTGRCAGT TTGCT CTGEEGACT GGT GAAGCAGECGAT TAAAGT GTGAAGAT TGTGECATGAA
TOCAAATATTCGAT GTACTCEEEGTCEAAGACACT GGTGACACOGT CAAACGAGACOCCTGACCACT TOGTOCCTAAT TTCACACT TCTAACACCGTACT T

| . . . . . . | . . . .

I
705 717 731 762

Msc |
Hyi A | Hae | Stu |
Apal | Eae | Hae | BstY |
A wad | Bal | Aat | Tspd5 |  Bgl 11

| I I I I
TGTGCACCACAAATGOOCEGAGAAGGTGEOCAACCT GT GTGGTATCAACCAAAAGCT CT TGECTGAGECCT TGCAACCAAGT GACCCAGAGATCT TOOOGG
ACACGTGGTGI TTACGEOCCT CT TOCACOSGT TGGACACACCATAGT TGGT TT TCGAGAACCGACT COGGAACT TGGT TCACTGEGTCTCTAGAAGEEC

| L] L] | L] L] L] L] | L] | | L] L]
802 827 866 880 889
802 827 866 889
802 827 866
827
Ava |1
Ple | PpuM |
AW Il Mre | Bs | Tsp45 | EcoQL09 |

| | I | I ||
AAGCTGGACACAACAGAGT CTGTOGGAATATACCAGEGAT TTGAGAAGAAGOCAGAAGT CTCT GEGAGT GACATOCTAGACAACAACGEGACCTATGGCA
TTCGACCTGTGT TGTCTCAGACAGOCT TATATGGTOOCTAAACTCTTCT TOGGT CT TCAGAGACCCTCACT GTAGGATCTGT TGT TGOOCTGGATACOGT

L] L] . L] L] | L] | . L] I | L] .
914 922 958 968 988
916 988
989
Hgi A |
ApalL |
BstY I Dra Il Sca |
Bgl Il HiAT Aw4 | Hh I Xem| Eco57

I || I I | | |
AGATCTGBEGAGGEGAGCACOOGGT GCACCCT TGAGAACT TCACCT TCCAAAAAGT ACT TGRCAAAGGCAGCT TTGRCAAGGT GCTGCTGRCAGAGCTGAA
TCTAGACOCTOOOCTOGT GRE0CACGT GEGAACT CT TGAAGT GGAAGGT TT T TCATGAACOGT T TOOGT CGAAACOGT TOCACGACGACOGT CTCGACTT

I A N . I | - . . . [ -
1001 1014 1023 1040 1047 1096
1001 1017 1053
1023
1023
Sty |
Nco |
Sca | Eco57 | Dsa | Hae |

| I I I
GECECAAAGATAAGTACT TTGCAATCAAGT GT CTGAAGAAGGACGT GGTGI TGAT TCACGATGATGTAGAGT GTACCAT GGT GGAGAAGOEEGTACTA0G
OOCGTTTCTATTCATGAAACGT TAGT TCACAGACT TCTTCCTGCACCACAACT AACTGCTACT ACATCTCACATGGTACCACCT CTTOBCOCACGACOC

L] L] . L] L] L] . L] L] | .
1112 1132 1175 1197
1175
1175
Tsp45 |
Ava |1 hl
Plel Hoh | Sty | BstE Il

| I | ||
CTOBOCTGEGAGAGT OOCT TOCTCACOCACCT CATCTGTACCT TACAGACCAAGGACCACCT GT TCT TOGT GATGGAGT TTCTCAATGEGGGT GACCTGA
GAGOGGACCCTCTCAGBGAAGEAGT GEGT GGAGT AGACAT GGAAGGT CTGGT TOCT QBT GRACAAGAAGCACTACCT CAAAGAGT TACCOOCACT GEACT

. I . . . | | . . . . .

|
1212 1223 1250 1291

1254 1291
1292
BstB | Pvu 11 Pst |

| I
TGITCCACAT TCAGGACAAAGBECOCCT TOGAACT CTACCGEECTACGT TT TATGCAGCT GAGATCATCTGOCGACT GCAGT TTCTACACAGCAAAGSCAT
ACAAGGTGTAAGTCCTGI T TOOCE0GAACCT TGAGATGEO0CGAT GCAAAAT ACGT CGACT CTAGT AGACGOCTGACGT CAAAGATGTGTOGT TTCOGTA

. . . . . . . 3 .

| e I I
1327 1355 1375

700

800

900

1000
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|
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mPK Cdelta ORF.NM_011103 [1 to 2025] -> Full Restriction Map 1/10/06 4:40:14 PM Page 3

Ava |1
PpuM | i 1
EcoQ109 | SfaN | Eae |

] I |
TATTTACAGEGACCTCAAGCT CGACAAT GTGAT GCTAGACAGEGACGEECCACAT CAAGAT CECTGACT TTGEEATGTGCAAAGAGAATATAT TTGEGAG - 1500
ATAAATGT COCTGGAGT TOGACCTGT TACACTACGATCT GTCOCT GOOGGET GTAGT TCTAGOGACTGAAACCCTACACGT TTCTCT TATATAAACCOCTC

. . . . . . . 3 .

|1
1409 1431 1446

1409 1446
1410
Eco(Q109 |
Pst |
Sse8387 | Ava |1
Sbf | Eco57 | AspE | PpuM |
BstY | A wN I Sca | Ahd | EcoQ109 |

] | I ||
GGO0GEE0CAGCACAT TCTAOGECACT CCT GACT ACATCBOCOCT GAGATCCTGCAGREOCT GAAGTACTCCT TCTOGGTGGACTGGTGGTCTTTOAEEG 1600

OCEE000EGETOGT GTAAGACEOOGT GAGGACT GAT GTAGCGEEGEACT CTAGGACGT OCOCGACT TCATGAGGAAGAGCCACCTGACCACCAGAAAGCCCC

. ] 11 . | . . . [
1547 1555 1565 1582 1598
1551 1561 1582 1598
1551 1599
1552
1556
Ear |
Sap |
Sac |
Hgi Al
i 1 Ecl 136 || Bst X |
Eae | Dsa | Ban |1 Ple l Mre |

I | | 1] | I
TOCTOCTGTACGAAAT GCTCATOBGOCAGT O00CCT TOCACGBEOGACGAT GAGGACGAGCT CTTOGAGT OCATOOGBGGT GGACACACCACACTATCOOCG 1700
AGGAGGACATCCTTTACGAGT AGOOGGT CAGBGEGAAGGT GOOGECTGCTACT OCT GLTOGAGAAGCT CAGGT AGEOOCACCT GTGT GGT GTGATAGEAEC

L] L] . L] L] | | | L] L] I
1623 1638 1657 1666 1700
1623 1657 1670
1657
1657
1659
1660
Ava |1
Sty | Xem | Xm | PpuM |
Hoh | Sty | Asp700 | EcoQ109 | Hoh |

|| I I | I
TTGGATCACCAAGGAAT OCAAGGACAT CATGGAGAAGCTAT TOGAGAGGGACCOCT GACAAGAGECT GEGAGTAACAGGAAACATCAGGAT TCACOCCTTT - 1800
AACCTAGTGGTTCCT TAGGT TOCTGTAGTACCTCT TOGATAAGCT CTOOCTGRGACT GT TCTOOGACCCTCATTGTCCT T TGTAGTCCTAAGTGRGEGAAA

| | L] I L] . L] | | L] L] . . Ld L]
1706 1718 1734 1748 1791
1709 1718 1734 1748
1749
Gsu |
Ava Il Bpml Eco57 |

| I I
TTCAAGACTATCAACT GGT COCT OCT GGAGAAGOCEAAGGT GGAGOOEOCCT TTAAGCOCAAAGT GAAATCOCCT TCAGACTACAGCAACT TTGACCCAG - 1900
AAGTI TCTGATAGT TGACCAGEGAGGACCTCT TORCCT TACACCT OCECEEGAAAT TAGEGT TTCACT TTAGEEEAAGT CTGATGTCGT TGAAACTGGTC

L] | L] | L] L] L] L] L]
1817 1825 1874
1825
Sty |
Tsp45 | Nco |
Eco57 | Ple | Ava || Dsa |

I I | I I
AGI TCCTGAATGAGAAACCTCACCT TTCOCT TCAGT GACAAGAACCT CATCGACT CTATGGACCAGGAAGCCT TCCATGECT TCTCCT TTGTGAATCOCAA - 2000
TCAAGGACTTACT CTTTGGAGT CGAAACGAAGT CACT GT TCT TGGAGT AGCTGAGAT ACCTGGT OCT TCGGAAGGT ACCGAAGACGAAACACT TAGGT T
. . | L] | . . | I Ld . . Ld L]
1929 1951 1959 1974
1934 1974
1974

GITTGAGCAATTCCTGGACATTTAA 2025
CAAACTOGT TAAGGACCTGTAAATT

Restriction Endonucl eases site usage

Aat | 1 Bov || 3 BstY | 5 HnD III - Psp1406 | 1
Aat |1 - BciV | 1 Bst 717 | - Hoa | - Pst | 3
Acc65 | - Bel | - Bsu36 | 1 Hoh | 7 Pvu | -
Acc | - Bfr | - Btr | - Kas | - Pvu Il 2
Acl | 1 Bgl | - Bts | 1 Kpn | - Rsr |1 -
Al I - Bgl Il 2 crio | - Ksp | - Sac | 1
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Al T - Bl n I - da l - Me | - Sac 11 -
Age | - Bl p | 1 Dra | - Mu | - Sal | -
Aha 11 1 ml 2 Dra Il 1 Mre | 3 Sap | 1
And | 2 Bpul102 | 1 Drd | - Msc | 1 Sbf | 1
A wds | 2 Bsa | - Dsa | 3 Min | - Sca | 4
A wWN | 2 BsaA | - Eae | 4 Nae | - SfaN | 3
Aor 51H | 1 BsaB | - Eag | 1 Nar | - Sfi | -
Apa | - BseR | 2 Ear | 1 Nco | 2 SgrA |

ApaL | 2 Bsg | 2 Ecl 136 |1 1 Nde | - Sma | -
Asc | - Bsi | 1 Eco47 111 1 NgoM | - SnaB | -
Ase | - Bsi W - Eco57 | 6 Nhe | - Spe | -
Asp700 | 1 Bsm | - EcoN | - Not | - Sph | -
Asp718 - BsnA | 1 EcoQ109 | 6 Nu | - Spl | -
AspE | 2 BsnB | - EcoR | - Nsi | 1 Srfol -
Asp | - Bsp120 | - EcoR V - NspH | 1 Sse8387 | 1
Ava | - Bsp1407 | - Ehe | - Pac | - Ssp | -
Ava |1 7 BspE | - Esp3 | - PaeR7 | - Stu | 1
Avi | 1 BspH | - Esp | 1 Pci | - Sty | 6
Avr 11 - BspM | - Fse | - PIIF I - Swa | -
Axy | 1 BspM | | - Fsp | 1 PfIMI - Tsp45 | 6
Bal | 1 BspLULL | - a1 3 Plel 4 Tth11l | -
BanH | - BsrB | - Gsu | 2 Prre | - Xba | -
Ban 11| 3 BsrD | 1 Hae | 4 Pm | - Xca | -
Ban |11 - BssH | | - Hae |1 2 Ppull | 1 Xho | -
Bbe | - Bst 1107 | - Hoa | 1 PpuM | 4 Xem | 2
BbrP | - BstB | 1 Hgi A | 4 PshA | - Xma | -
Bbs | 3 BstE I 1 Hoi E I - Psi | 1 Xm | 1
Bbu | - Bst X | 1 HnNC 11 -

Enzyme Site Use Site position (Fragment |ength) Fragnent order

Aat | agg/ cct 1 1( 865) 2 866( 1160) 1

Acl | aal cgtt 1 1( 170) 2 171( 1855) 1

Aha 11 gr/cgyc 1 1( 177) 2 178( 1848) 1

Aor51H | agc/ gct 1 1( 277) 2 278( 1748) 1

Asp700 | gaann/nnttc 1 1( 1733) 1 1734( 292) 2

Avi | tgc/ gca 1 1( 13) 2 14( 2012) 1

Axy | cc/ tnagg 1 1( 327) 2 328( 1698) 1

Bal | tgg/ cca 1 1( 826) 2 827( 1199) 1

Beci V | gtatcc 6/ 5 1 1( 152) 2 153( 1873) 1

Blp I gc/ t nagc 1 1( 273) 2 274( 1752) 1

Bpull02 | gc/tnagc 1 1( 273) 2 274( 1752) 1

Bsi | ctegtg -5/-1 1 1( 474) 2 475( 1551) 1

BsmA | gtctc 1/5 1 1( 957) 2 958( 1068) 1

BsrD | gcaatg 2/0 1 1( 569) 2 570( 1456) 1

BstB | tt/cgaa 1 1( 1326) 1 1327( 699) 2

BstE I g/ gt nacc 1 1( 1290) 1 1291( 735) 2

Bst X | ccannnnn/ nt gg 1 1( 1669) 1 1670( 356) 2

Bsu36 | cc/ t nagg 1 1( 327) 2 328( 1698) 1

Bts | gcagtg 2/0 1 1( 629) 2 630( 1396) 1

Dra 111 cacnnn/ gtg 1 1( 1016) 1 1017( 1009) 2

Eag | ¢/ ggceg 1 1( 614) 2 615( 1411) 1

Ear | ctcttc 1/4 1 1( 1659) 1 1660( 366) 2

Ecl 136 Il gag/ctc 1 1( 1656) 1 1657( 369) 2

Eco47 111 agc/ gct 1 (. 277) 2 278( 1748) 1

Esp | gc/ t nage 1 1( 273) 2 274( 1752) 1

Fsp | tgc/ gca 1 1( 13) 2 14( 2012) 1

Hya | gacgc 5/10 1 1( 177) 2 178( 1848) 1

Msc | tgg/ cca 1 1( 826) 2 827( 1199) 1

Nsi | atgca/ t 1 1( 596) 2 597( 1429) 1

NspH | rcatgl/y 1 1( 682) 2 683( 1343) 1

Ppul0 | a/ t gcat 1 1( 596) 2 597( 1429) 1

Psi | tta/taa 1 1( 704) 2 705( 1321) 1

Psp1406 | aal/cgtt 1 1( 170) 2 171( 1855) 1

Sac | gagct/c 1 1( 1656) 1 1657( 369) 2

Sap | gctcttc 1/4 1 1( 1658) 1 1659( 367) 2

Sbf | cctgcal gg 1 1( 1550) 1 1551( 475) 2

Sse8387 | cctgcal gg 1 1( 1550) 1 1551( 475) 2

Stu | agg/ cct 1 1( 865) 2 866( 1160) 1

Xm | gaann/nnttc 1 1( 1733) 1 1734( 292) 2

Ahd | gacnnn/ nngt ¢ 2 1( 234) 3 235( 1347) 1 1582( 444) 2
Awad | g/ tgcac 2 1( 801) 2 802( 221) 3 1023( 1003) 1
A wWN | cagnnn/ctg 2 1( 913) 1 914( 641) 2 1555( 471) 3
ApalL | g/ tgcac 2 1( 801) 2 802( 221) 3 1023( 1003) 1
AspE | gacnnn/ nngt ¢ 2 1( 234) 3 235( 1347) 1 1582( 444) 2
Bgl 11 al gat ct 2 1( 888) 2 889( 112) 3 1001( 1025) 1
Bpm | ctggag 16/14 2 1( 363) 2 364( 1461) 1 1825( 201) 3
BseR | gaggag 10/8 2 1( 399) 2 400( 3) 3 403( 1623) 1
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Bsg |
Gsu |
Hae ||
Nco |
Pvu |
xXcm |

Ban ||

Eae |
Hae |
Hoi A
Plel

PpuM |
Sca |

BstY |

Eco57 |

EcoQ109 |

Sty |

Tsp45 |

Ava |1

Hoh |

16/ 14
16/ 14

gtgcag
ct ggag
rgcgel/y
¢/ cat gg
cag/ctg

ccannnnn/ nnnnt gg

grgcy/c
gaagac 2/6
gaagac 2/6
c/ crygg

yggccg

tccrac

-5/-1
20/ 18
ctgca/ g

gcatc 5/9

y/ ggccer
wgg/ ccw
gwgcw ¢
gagtc

r g/ gweey

4/5

agt / act
r/ gatcy
ctgaag 16/14
rg/ gnccy

c/ cvwgg

/ gt sac

g/ gwce

got ga 8/7

158 sites found

No Sites found for the follow ng Restriction Endonucl eases

Aat 11
Acc65 |
Acc |
Al 1
Al 111
Age |
Apa |
Asc |
Ase |
Asp718
Asp |
Ava |
Avr |1
BanH |
Ban |||
Bbe |

gacgt/c
g/ gtacc
gt/ nkac
c/ttaag
al crygt

a/ ccggt
gggcc/ ¢
gg/ cgcgcee
at/t aat

g/ gtacc
gacn/ nngt ¢
c/ycgrg
c/ ct agg
g/ gatcc
at/ cgat
ggcgce/ ¢

I
I

2
2
2
2
2
2
3
3 1(
3
3
3
3
3
3

> A A b M >
[Eny
o
N
[ )
—~

BspM |
BspM 1|
BspLULL |
BsrB |
BssH I |
Bst 1107 |
Bst 717 |
Btr |
Ccrio |
dal
Dra |
Drd |
EcoN |
EcoR |
EcoR V
Ehe |

351)
363)
277)
1174)
226)
1046)

41)
369)
122)
1794)

122)
1794)
1174)

52)
614)
403)
416)
326)
321)
474)

16)
595)

614)
177)
331)

39)
801)
634)
915)
285)
987)
150)
266)
453)

317)
112)

229)
429)
97)
538)
147)
278)
334)
459)
52)
249)
88)
92)

988)
189)
142)
689)
183)

85)

U WER ONPONWRARORLOIND (208~ WHAROORPRARPNRFRPOWON NANWRARWWONERRENEPNWA PWRFRWNN

352( 269)
364( 1461)
278(  919)
1175(  799)
227( 1128)
1047( 671)

42(  675)

123(  42)
123(  42)
1175( 463)
615( 831)
505)

1053)

417(
322(

17(  202)

615(
1623(
332(
866(
802(
1657(
916(
1951(
988(
1748(
267(
1565(

212)
403)
117)
1160)
212)
369)
296)
75)
421)
278)
786)
461)

318(
1001(

137)
546)

230(
1561(

866)
313)

539(
1556(

449)
42)

335(
1709(

840)
9)

481)
324)

250(
968(

989(
1599(
1959(

690(
1223(
1791(

265)
150)
67)
72)
68)
235)

acct gc 4/ 8 NgoM |
t/ccgga Nhe |
a/ cat gt Not |
gagcgg -3/-3  Nul
g/ cgegce Pac |
gta/tac PaeR7 |
gta/tac Pci |
cac/gtc PilIF I
r/ ccggy PfIMI
at / cgat Pre |
ttt/aaa Pm |
gacnnnn/ nngt ¢ PshA |
cct nn/ nnnagg Pvu |
g/ aattc Rsr 11
gat/atc Sac ||
ggce/ gce Sal |

wnN ~N B NN W = o NFRPWONOWWARAWDS

AO~NOOUIN

621( 1405)
1825( 201)
1197( 829)
1974(  52)
1355( 671)
1718(  308)

717(  940)

165(  67)
165(  67)
336)

177)

1638(
1446(
922( 778)
1375(  177)

219( 1212)

827( 619)

449( 378)
1014(  9)
1212( 454)
1409( 189)

1053(  59)

455(
1547(

434)
479)

1096(
1874(

36)
55)

421)
150)

988(
1598(

1175(
1718(

75)
256)

731(
1292(

149)
642)

1254(
1749(

156)
68)

762(
1291(

278)
415)

g/ ccggce

g/ ctagc

gc/ ggeege
tcg/ cga
ttaat/taa
c/tcgag

a/ cat gt
gacn/ nngt c
ccannnn/ nt gg
gttt/ aaac
cac/gtg
gacnn/ nngt ¢
cgat/cg

cg/ gwceg
ccgce/ gg

g/ tcgac
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BbrP |
Bbu |
Bel |
Bfr |
Bgl |
Binl
Bsa
BsaA |
BsaB |
Bsi Wi
Bsm
BsnB |
Bsp120
Bsp1407
BspE
BspH

cac/gtg
gcatg/c
t/gatca
c/ttaag

gcennnn/ nggce

¢/ ct agg
ggtctc
yac/ gtr

1/5

gat nn/ nnat ¢

c/ gtacg
gaat gc

cgtctc

g/ ggccc
t/gtaca
t/ccgga
t/catga

1/-1
1/5

cgtctc 1/5

ggccgg/ cc
accnnnnnnggt
gty/rac
al agct t
gtt/aac
g/ gcgee
ggtac/c
ccgce/ gg
c/aattg
al/ cgcgt
c/aattg
gcce/ gge
gg/ cgcce
ca/tatg

St |
Sgr A
Sma
SnaB
Spe
Sph |
Spl |
Srf |
Ssp
Swa |
Tthill |
Xba |
Xca
Xho |
Xma

ggccnnnn/ nggcc

cr/ ccgayg

ccc/ ggg
tac/gta

a/ ct agt
gcatg/c
c/ gtacg
gccc/ gggce
aat/att
attt/aaat
gacn/ nngt c
t/ctaga
gta/tac
c/tcgag
c/ ccggg
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